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Supplementary Table S2. PCR primers and cycling conditions. 

Primer Sequence Source Cycling conditions 

ITS1F CTTGGTCATTTAGAGGAAGTAA Gardes & Bruns (1993) 95°C - 3 min; 45x: 95°C - 30 s, 
55°C - 30 s, 72°C - 60 s; 72°C - 
10 min; 15°C – hold 

ITS4 TCCTCCGCTTATTGATATGC White et al. (1990) 

mtSSU1 AGCAGTGAGGAATATTGGTC Zoller et al. (1999) 95°C - 3 min; 45x: 95°C - 30 s, 
50°C - 30 s, 72°C - 60 s; 72°C - 
10 min; 15°C - hold 

mtSSU7 GTCGAGTTACAGACTACAATCC Zhou & Stanosz (2001) 
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