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Electronic Appendix 1. – Analysis of molecular variance (AMOVA) different geographical groups of Haquetia 
epipactis. Numbers of populations are the same as in Table 1. 
 

 
Source of variation d.f. Sum of 

square 
Variance 

components 
% of 

variation Fst 
 

p 

1. Among geographical groups  
(1, 2  & 5, 6, 7) 

Among populations 
Within populations  

1 
 

3 
57 

294.0 
 

585.9 
1423.2 

5.42 
 

20.5 
44.5 

7.7 
 

29.1 
63.2 

0.37 < 0.001 

2. Among geographical groups  
(1, 2, 3, 4 & 7, 8, 11) 

Among populations 
Within populations 

7 
 

8 
139 

2338.5 
 

1813.4 
5005.2 

5.32 
 

28.3 
52.2 

6.3 
 

32.9 
60.8 

0.40 < 0.001 

3.  Among geographical groups  
(8, 9, 10 & 11)  

Among populations 
Within populations 

1 
 

2 
50 

253.9 
 

551.4 
1473.7 

0.7 
 

28.7 
56.7 

2.51 
 

33.84 
64.51 

0.31 < 0.001 

4. Among geographical groups  
(5, 6, 7 &  8, 9, 10)  

Among populations 
Within populations 

1 
 

4 
44 

327.2 
 

1038.7 
2003.9 

2.95 
 

27.8 
51.4 

3.6 
 

33.9 
62.5 

0.38 < 0.001 

5. Among geographical groups 
( 12, 13, 14, 15 & 1, 2, 3, 5, 6, 7, 8, 9, 10, 11)  

Among populations 
Within populations 

1 
 
12 

130 

489.1 
 

3662.9 
5005.1 

4.6 
 

31.2 
52.2 

5.2 
 

35.4 
59.4 

0.40 < 0.001 

6. Among geographical groups 
(12, 13, 14, 15 & 1, 2) 

Among populations 
Within populations 

1 
 

4 
58 

651.8 
 

1115.5 
1824.1 

18.4 
 

31.2 
46.8 

19.1 
 

32.3 
48.6 

0.51 < 0.001 
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Electronic Appendix 2. – Unrooted Neighbor-Net of Hacquetia epipactis individuals based on Nei & Li (1972) coefficient 
calculated from AFLP data. 
 


