
tRNA  D1 

 

A – D1 same,  

>CCALA1115_F_clone3_MG255277  TTTTAGGGAGACCAACTTGCTGAGGATCGATACCCAATACAAAAAGGTCACAGTTAAGTCATCCCAAGGTCGAGCGAGGTTTTTGAGAAAATGGCTTTCAAACTAATTCCTGGTTCGTTTCCAGGTCTTTTCTGACATGGGCTATTAGCTCAGGTGGTTAGAGCGCACCCCTGATAAGGGTGAGGTCCCTGGTTCGAGTCCAGGATGGCCCACCTGAAGGACTGAAAAATTAACAGAGTGGGGGTATAGCTCAGTTGGTAGAGCGCTGCCTTTGCAAGGCAGATGCCAGCGGTTCGAGTCCGCTTACCTCCACCAAAAAAAGA-GTGTTTTGATTCTAGACAGAATTCCGGAGAGGATGTGTTAAGGTGAAGGACCGAGGTTGAGGCTTAAGCCTGTCAGAGGGCTGCCGGTTCAAAGAGAAAAAATTTCACAAAGGGGATTGACAATCAAAAAGCGAGAGTGATAAGATAAAAGACCGGGGCAGAAAAAAGGAGTGGGA-----------------------------TGAGCCTGCCGGCGAAAAGAGAAAAAATTTCAGAAAGGGGATTGACAATCAAAAAGCGACAGTGATAAGATAAAAGACCGGAAAGAAGAAGAAAAGAAGTGGGAGATTTCAGCAACGACCCAAGTGATTGACTTGAGCGCCTGCTGGATTCTAATCCAGTCAGAACCTTGAAAACTGCATGGCAACTTGTCAGGGAGAAGCTTTTAGTGAATAGCTGAAAGCTGATCAAACAGACATCAATGTTAAACGTGGTCAAGCTACAAAGGGCTGACGGTGGAT 

>CCALA1115_F_clone5_MG255279 TTTTAGGGAGACCAACTTGCTGAGGATCGATACCCAATACAAAAAGGTCACAGTTAAGTCATCCCAAGGTCGAGCGAGGTTTTTGAGAAAATGGCTTTCAAACTAATTCCTGGTTCGTTTCCAGGTCTTTTCTGACATGGGCTATTAGCTCAGGTGGTTAGAGCGCACCCCTGATAAGGGTGAGGTCCCTGGTTCGAGTCCAGGATGGCCCACCTGAAGGACTGAAAAATTAACAGAGTGGGGGTATAGCCCAGTTGGTAGAGCGCTGCCTTTGCAAGGCAGATGCCAGCGGTTCGAGTCCGCTTACCTCCACCAAAAAAAGA-GTGTTTTGATTCTAGACAGAATTCCGGAGAGGATGTGTTAAGATGAAAGACCGAGGTTGAGGCTTAAGCCAGTCAGAGGGCTGCCGGTTCAAAGAGAAAAAATTTCACAAAGGGGATTGACAATCAAAAAGCGAGAGTGATAAGATAAAAGACCGGGGCAGAAAAAAGGAGTGGGA-----------------------------TGAGCCTGCCGGCGAAAAGAGAAAAAATTTCAGAAAGGGGATTGACAATCAAAAAGCGACAGTGATAGGATAAAAGACCGGAAAGAAGAAGAAAAGAAGTGGGAGATTTCAGCAACGACCCAAGTGATTGACTTGAGCGCCTGCTGGATTCTAATCCAGTCAGAACCTTGAAAACTGCATAGCAACTTGTCAGGGAGAAGCTTTTAGTGAATAGCTGAAAGCTGATCAAACAGACATCAATGTTAAACGTGGTCAAGCTACAAAGGGCTGACGGTGGAT 

>CCALA1115_F_clone4_MG255278 TTTTAGGGAGACCAACTTGCTGAGGATCGATACCCAATACAAAAAGGTCACAGTTAAGTCATCCCAAGGTCGAGCGAGGTTTTTGAGAAAATGGCTTTCAAACTAATTCCTGGTTCGTTTCCAGGTCTTTTCTGACATGGGCTATTAGCTCAGGTGGTTAGAGCGCACCCCTGATAAGGGTGAGGTCCCTGGTTCGAGTCCAGGATGGCCCACCTGAAGGACTGAAAAATTAACAGAGTGGGGGTATAGCTCAGTTGGTAGAGCGCTGCCTTTGCAAGGCAGATGCCAGCGGTTCGAGTCCGCTTACCTCCACCAAAAAAAGA-GTGTTTTGATTCTAGACAGAATTCCGGAGAGGATGTGTTAAGATGAAAGACCGAGGTTGAGGCTTAAGCCAGTCAGAGGGCTGCCGGTTCAAAGAGAAAAAATTTCACAAAGGGGATTGACAATCAAAAAGCGAGAGTGATAAGATAAAAGACCGGGGCAGAAAAAAGGAGTGGGA-----------------------------TGAGCCTGCCGGCGAAAAGAGAAAAAATTTCAGAAAGGGGATTGACAATCAAAAAGCGACAGTGATAAGATAAAAGACCGGAAAGAAGAAGAAAAGAAGTGGGAGATTTCAGCAACGACCCAAGTTATGAACTTGAGCGCCTGCTGGATTCTAATCCAGTCAGAACCTTGAAAACTGCATAGCAACTTGTCAGGGAGAAGCAATCAGCTATTAGCTGAAAGCTGATCAAACAGACATCAATGTTAAACGTGGTCAAGCTACAAAGGGCTGACGGTGGAT 

B – D1 2,  

>VerdeRiver2_f_clone4_MG250662 TTTTAGGGAGACCTGCTTGCTGATGACCATTACCCAATAGAAAAAGGTCACAGTTAAGTCATCCCAAGGTCGAGCGAGGTTTTTGAGAAAATGGCTTTCAAACTAATTCCCGGTTCGTTTCCAGGTATTTTCTGACATGGGCTATTAGCTCAGGTGGTTAGAGCGCACCCCTGATAAGGGTGAGGTCCCTGGTTCGAGTCCAGGATGGCCCACCTGAAGAACTGAAAAATTAACAGAGTGGGGGTATAGCTCAGTTGGTAGAGCGCTGCCTTTGCAAGGCAGAAGCCAGCGGTTCGAGTCCGCTTACCTCCACCAAAAAA-GA-GTGTTTTGATTCTAGACAGGATTCCGGAGAGGATGTGTTAAGATGAAAGACCTGGGTTGAGGATTAAGCCAGTCAGAGGGCTGCCGGCGCAAAGAAAAAAAATTTCAGAAAGGGGATTGACAATCAAAAAGCAGCCGTGCTAAAGTAAAAGACCGGGGCGGAAAAAAGGAGTGGGAGAGCTGAGAAACGACCCCAGCGGAAGATTTAAGCCCGCCGGCTCAAAGAAAAAAAATTTCAGAAAGGGGATTGACAATCAAAAAGCATCCGTGCTAAATTAAAAGACCGGACA---CAA-AAAAGAAGTGGGAGATTTCAGCAACGACCCAAGTTATGAACTTGAGCGCCTGCTGGATTCTAATCCAGTCAGAACCTTGAAAACTGCATAGCAACTTGTCAGGGAGAAGCTTTTAGTGAATAGCTGAAAGCTAATCAAACAGACATCAATGTTAAACGTGGTCAAGCTATAAAGGGCTGACGGTGGAT 

>VerdeRiver2_h_clone4_MG250665 TTTTAGGGAGACCTGCTTGCTGATGACCATTACCCAATAGAAAAAGGTCACAGTTAAGTCATCCCAAGGTCGAGCGAGGTTTTTGAGAAAATAGCTTTCAAACTAATTCCCGGTTCGTTTCCAGGTATCTTCTGACATGGGCTATTAGCTCAGGTGGTTAGAGCGCACCCCTGATAAGGGTGAGGTCCCTGGTTCGAGTCCAGGATGGCCCACCTGAAGAACTGAAAAATTAACAGAGTGGGGGTATAGCTCAGTTGGTAGAGCGCTGCCTTTGCAAGGCAGAAGCCAGCGGTTCGAGTCCGCTTACCTCCACCAAAAAA-GA-GTGTTTTGATTCTAGACAGAATTCCGGAGAGGATGTGTTAAGATGAAAGACCTGGGTTGAGGATTAAGCCAGTCAGAGGGCTGCCGGCGCAAAGAAAAAAAATTTCAGAAAGGGGATTGACAATCAAAAAGCAGCCGTGCTAAAGTAAAAGACCGGGGCGGAAAAAAGGAGTGGGAGAGTTGAGAAACGACCCCAGCGGAAGATTTAAGCCCGCCGGCTCAAAGAAAAAAAATTTCAGAAAGGGGATTGACAATCAAAAAGCATCCGTGCTAAATTAAAAGACCGGACA---CAA-AAAAGAAGTGGGAGATTTCAGCAACGACCCAAGTTATGAACTTGAGCGCCTGCTGGATTCTAATCCAGTCAGAACCTTGAAAACTGCATAGCAACTTGTCAGGGAGAAGCTTTTAGTGAATAGCTGAAAGCTAATCAAACAGACATCAATGTTAAGCGTGGTCAAGCTACAAAGGGCTGACGGTGGAT 

>VerdeRiver1_3_clone8_MG250656 TTTTAGGGAGACCTGCTTGCTGATGACCATTACCCAATAGAAAAAGGTCACAGTTAAGTCATCCCAAGGTCGAGCGAGGTTTTTGAGAAAATGGCTTTCAAACTAATTCCCGGTTCGTTTCCAGGTATTTTCTGACATGGGCTATTAGCTCAGGTGGTTAGAGCGCACCCCTGATAAGGGTGAGGTCCCTGGTTCGAGTCCAGGATGGCCCACCTGAAGAACTGAAAAATTAACAGAGTGGGGGTATAGCTCAGTTGGTAGAGCGCTGCCTTTGCAAGGCAGAAGCCAGCGGTTCGAGTCCGCTTACCTCCACCAAAAAA-GA-GTGTTTTGATTCCAGACAGAATTCCGGAGAGGATGTGTTAAGATGAAAGACCTGGGTTGAGGATTAAGCCAGTCAGAGGGCTGCCGGCGCAAAGAAAAAAAATTTCAGAAAGGGGATTGACAATCAAAAAGCAGCCGTGCTAAAGTAAAAGACCGGGGCGGAAAAAAGGAGTGGGAGAGTTGAGAAACGACCCCAGCGGAAGATTTAAGCCCGCCGGCTCAAAGAAAAAAAATTTCAGAAAGGGGATTGACAATCAAAAAGCATCCGTGCTAAATTAAAAGACCGGACA---CAA-AAAAGAAGTGGGAGATTTCAGCAACGACCCAAGTTATGAACTTGAGCGCCTGCTGGATTCTAATCCAGTCAGAACCTTGAAAACTGCATAGCAACTTGTCAGGGAGAAGCTTTTAGTGAATAGCTGAAAGCTAATCAAACAGACATCAATGTTAAACGTGGTCAAGCTACAAAGGGCTGACGGTGGAT 

>VerdeRiver1_15_clone3_MG250659 TTTTAGGGAGACCTGCTTGCTGATGACCATTACCCAATAGAAAAAGGTCACAGTTAAGTCATCCCAAGGTCGAGCGAGGTTTTTGAGAAAATGGCTTTCAAACTAATTCCCGGTTCGTTTCCAGGTATTTTCTGACATGGGCTATTAGCTCAGGTGGTTAGAGCGCACCCCTGATAAGGGTGAGGTCCCTGGTTCGAGTCCAGGATGGCCCACCTGAAGAACTGAAAAATTAACAGAGTGGGGGTATAGCTCAGTTGGTAGAGCGCTGCCTTTGCAAGGCAGATGTCAGCGGTTCGAGTCCGCTTACCTCCACCAAAAAA-GA-GTGTTTTGATTCTAGACAGAATTCCGGAGAGGATGTGTTAAGATGAAAGACCTGGGTTGAGGACTAAGCCAGTCGGAGGGCTGCCGGCGCAAAGAAAAAAAATTTCAGAAAGGGGATTGACAATCAAAAAGCAGCCGTGCTAAAGTAAAAGACCGGGGCGGAAAAAAGGAGTGGGAGAGTTGAGAAACGACCCCAGCGGAAGATTTAAGCCCGCCGGCTCAAAGAAAAAAAATTTCAGAAAGGGGATTGACAATCAAAAAGCATCCGTGCTAAATTAAAAGACCGGACA---CAA-AAAAGAAGTGGGAGATTTCAGCAACGACCCAAGTTATGAACTTGAGCGCCTGCTGGATTCTAATCCAGTCAGAACCTTGAAAACTGCATAGCAACTTGTCAGGGAGAAGCTTTTAGTGAATAGCTGAAAGCTAATCAAACAGACATCGATGTTAAACGTGGTCAAGCTACAAAGGGCTGACGGTGGAT 

>ParkerDam2_K_clone2_MG250647 TTTTAGGGAGACCTGCTTGCTGATGACCATTACCCAATAGAAAAAGGTCACAGTTAAGTCATCCCAAGGTCGAGCGAGGTTTTTGAGAAAATGGCTTTCAAACTAATTCCCGGTTCGTTTCCAGGTATTTTCTGACATGGGCTATTAGCTCAGGTGGTTAGAGCGCACCCCTGATAAGGGTGAGGTCCCTGGTTCGAGTCCAGGATGGCCCACCTGAAGAACTGAAAAATTAACAGAGTGGGGGTATAGCTCAGTTGGTAGAGCGCTGCCTTTGCAAGGCAGAAGCCAGCGGTTCGAGTCCGCTTACCCCCACCAAAAAA-GA-GTGTTTTGATTCTAGACAGAATTCCGGAGAGGATGTGTTAAGATGAAAGACCTGGGTTGAGGATTAAGCCAGTCAGAGGGCTGCCGGCGCAAAGAAAAAAAATTTCAGAAAGGGGATTGACAATCAAAAAGCAGCCGTGCTAGAGTAAAAGACCGGGGCGGAAAAAAGGAGTGGGAGAGTTGAGAAACGACCCCAGCGGAAGATTTAAGCCCGCCGGCTCAAAGAAAAAAAATTTCAGAAAGGGGATTGACAATCAAAAAGCATCCGTGCTAAATTAAAAGACCGGACA---CAA-AAAAGAAGTGGGAGATTTCAGCAACGACCCAAGTTATGAACTTGAGCGCCTGCTGGATTCTAATCCAGTCAGAACCTTGAAGACTGCATAGCAACTTGTCAGGGAGAAGCTTTTAGTGAATAGCTGAAAGCTAATCAAACAGACATCAATGTTAAACGTGGTCAAGCTACAAAGGGCTGACGGTGGAT 

>ParkerDam2_X_clone1_MG250654 TTTTAGGGAGACCTGCTTGCTGATGACCATTACCCAATAGAAAAAGGTCACAGTTAAGTCATCCCAAGGTCGAGCGAGGTTTTTGAGAAAATGGCTTTCAAACTAATTCCCGGTTCGTTTCCAGGTATTTTCTGACATGGGCTATTAGCTCAGGTGGTTAGAGCGCACCCCTGATAAGGGTGAGGTCCCTGGTTCGAGTCCAGGATGGCCCACCTGAAGAACTGAAAAATTAACAGAGTGGGGGTATAGCTCAGTTGGTAGAGCGCTGCCTTTGCAAGGCAGAAGCCAGCGGTTCGAGTCCGCTTACCTCCACCAAAAAA-GA-GTGTTTTGATTCTAGACAGAATTCCGGAGAGGATGTGTTAAGATGAAAGACCTGGGTTGAGGATTAAGGCAGTCAGAGGGCTGCCGGCTCAAAGAAAAGAAATTTCAGAAAGGGGATTGACAATCAAAAAGCAGCTGTGCTAAAGTAAAAGACCGGGGCGGAAAAAAGGAGTGGGAGAGTTGAGAAACGACCCCAGCGGAAGATTTAAGCCCGCCGGCTCAAAGAAAAAAAATTTCAGAAACGGGATTGACAATCAAAAAGCATCCGTGCTGAATTAAAAGACCGGACA---CAA-AAAAGAAGTGAGAGATTTCAGCAACGACCCAAGTTATGAACTTGAGCGCCTGCTGGATTCTAATCCAGTCAGAACCTTGAAAACTGCATAGCAACTTGTCAGGGAGAAGCTTTTAGTGAATAGCTAAAAGCTGATCAAACAGACATCAATGTTAAACGTGGTCAAGCTGCAAAGGGCTGACGGTGGAT 

>ParkerDam2_K_clone4_MG250649 TTTTAGGGAGACCTGCTTGCTGATGATCGATACCCAATAGAAAAAGGTCACAGTTAAGTCATCCCAAGGTCGAGCGAGGTTTTTGAGAAAATGGCTTTCAAACTAATTCCCGGTTCGTTTCCAGGTCTTTTCTGACATGGGCTATTAGCTCAGGTGGTTAGAGCGCACCCCTGATAAGGGTGAGGTCCCTGGTTCGAGTCCAGGATGGCCCACCTGAAGAACTGAAAAATTAACAGAGTGGGGGTATAGCTCAGTTGGTAGAGCGCTGCCTTTGCAAGGCGGATGGCAGCGGTTCGAGTCCGCTTACCTCCACCAAAAAA-GA-GTGTTTTGATTCTAGACAGAATTCCGGAGAGGATGTGTTAAGATGAAAGACCTGGGTTGAGGATTAAGCCAGTCAGAGGGCTGCCGGCGCAAAGAAAAAAAATTTCAGAAAGGGGATTGACAATCAAAAAGCAGCCGTGCTAAAGTAAAAGACCGGGGCGGAAAAAAGGAGTGGGAGAGTTGAGAAACGACCCCAGCGGAAGATTTAAGCCCGCCGGCTCAAAGAAAAAAAATTTCAGAAAGGGGATTGACAATCAAAAAGCATCCGTGCTAAATTAAAAGACCGGACA---CAA-AAAAGAAGTGGGAGATTTCAGCAACGACCCAAGTTATGAACTTGAGCGCCTGCTGGATTCTAATCCAGTCAGAACCTTGAAGACTGCATAGCAACTTGTCAGGGAGAAGCTCTTAGTGAATAGCTGAAAGCTAATCAAACAGACATCAATGTTAAACGTGGTCAAGCTACAAAGGGCTGACGGTGGAT 

>ParkerDam2_X_clone3_MG250655 TTTTAGGGAGACCTGCTTGCTGATGACCATTACCCAATAGAAAAAGGTCACAGTTAAGTCATCCCAAGGTCGAGCGAGGTTTTTGAGAAAATGGCTTTCAAACTAATTCCCGGTTCGTTTCCAGGTCTTTTCTGACATGGGCTATTAGCTCAGGTGGTTAGAGCGCACCCCTGATAAGGGTGAGGTCCCTGGTTCGAGTCCAGGATGGCCCACCTGAAGAACTGAAAAATTAACAGAGTGGGGGTATAGCTCAGTTGGTAGAGCGCTGCCTTTGTAAGGCAGAAGCCAGCGGTTCGAGTCCGCTTACCTCCACCAAAAAA-GA-GTGTTTTGATTCTAGACAGAATTCCGGAGAGGATGTGTTAAGATGAAAGACCTGGGTTGAGGATTAAGGCAGTCAGAGGGCTGCCGGCTCAAAGAAAAAAAATTTCAGAAAGGGGACTGACAATCAAAAAGCAGCTGTGCTAAAGTAAAAGACCGGGGCGGAAAAAAGGAGTGGGAGAGTTGAGAAACGACCCCAGCGGAAGATTTAAGCCCGCCGGCTCAAAGAAAAAAAATTTCAGAAACGGGATTGACAATCAAAAAGCATCCGTGCTAAATTAAAAGACCGGACA---CAA-AAAAGAAGTGAGAGATTTCAGCAACGACCCAAGTTATGAACTTGAGCGCCTGCTGGATTCTAATCCAGTCAGAACCTTGAAAACTGCATAGCAACTTGTCAGGGAGAAGCTTTTAGTGAATAGCTAAAAGCTGATCAAACAGACATCAGTGTTAAACGTGGTCAAGCTACAAAGGGCTGACGGTGGAT 

C - D1 same as B,  

>VerdeRiver1_15_clone6_MG250661 TTTTAGGGAGACCTGCTTGCTGATGACCATTACCCAATAGAAAAAGGTCACAGTTAAGTCATCCCAAGGTCGAGCGAGGTTTTTGAGAAAATGGCTTTCAAACTAATTCCCGGTTCGTTCCCAGGTATTTTCTGACATGGGCTATTAGCTCAGGTGGTTAGAGCGCACCCCTGATAAGGGTGAGGTCCCTGGTTCGAGTCCAGGATGGCCCACCTGAAGAACTGAAAAATTAACAGAGTGGGGGTATAGCTCAGTTGGTAGAGCGCTGCCTTTGCAAGGCAGAAGCCAGCGGTTCGAGTCCGCTTACCTCCACCAAAAAA-GA-GTGTTTTGATTCTAGACAGAATTCCGGAGAGGATGTGTTAAGATGAAAGACCTGGGTTGAGGATTAAGCCAGTCAGAGGGCTGCCGGCTCAAAGAAAAAAAATTTCAGAAAGGGGATTGACAATCAAAAAGCAGCTGTGCTAAAGTAAAAGACCGGGGCGGAAAAAAGGAGTGGGAGAGTTGAGAAACGACCCCAGCGGAAGATTTCAGCCCGCCGGCTCAAAGA-AAAAAATTCCTTCCCAGGGATTGACAATCAAAAAGCGAGAGTGATAAGATAAAAGACCGGAAAGAAGAAGAAAAGAAGTGGGAGATTTCAGCAACGACCCTTGTAAAAAACAAGAGCGCCTGCTAGATTCTAATCCAGTCAGAACCTTGAAAACTGCATAGCAACTTGTCAGGGAGAAGCAATCAGCTAATAGCTGAAAGCTAATCAAACAGACATCAATGTTAAACGTGGTCAAGCTACAAAGGGCTGACGGTGGAT 

>VerdeRiver2_h_clone1_MG250663 TTTTAGGGAGACCTGCTTGCTGATGACCATTACCCAATAGAAAAAGGTCACAGTTAAGTCATCCCAAGGTCGAGCGAGGTTTTTGAGAAAATGGCTTTCAAACTAATTCCCGGTTCGTTTCCAGGTATTTTCTGACATGGGCTATTAGCTCAGGTGGTTAGAGCGCACCCCTGATAAGGGTGAGGTCCCTGGTTCGAGTCCAGGATGGCCCACCTGAAGAACTGAAAAATTAACAGAGTGGGGGTATAGCTCAGTTGGTAGAGCGCTGCCTTTGCAAGGCAGAAGCCAGCGGTTCGAGTCCGCTTACCTCCACCAAAAAA-GA-GTGTTTTGATTCTAGACAGAATTCCGGAGAGGATGTGTTAAGATGAAAGACCTGGGTTGAGGATTAAGCCAGTCAGAGGGCTGCCGGCTCAAAGAAAAAAAATTTCAGAAAGGGGATTGACAATCAAAAAGCAGCTGTGCTAAAGTAAAAGACCGGGGCGGAAAAAAGGAGTGGGAGAGCTGAGAAACGACCCCAGCGGAAGATTTCAGCCCGCCGGCTCAAAGA-AAAAAATTCCTTCCCAGGGATTGACAATCAAAAAGCGAGAGTGATGAGATAAAAGACCGGAAAGAAGAAGAAAAGAAGTGGGAGATTTCAGCAACGACCCTTGTAAAAAACAAGAGCGCCTGCTGGATTCTAATCCAGTCAGAACCTTGAAAACTGCATAGCAACTTGTCAGGGAGAAGCAATCAGCTAATAGCTGAAAGCTAATCAGACAGACATCAATGTTAAACGTGGTCAAGCTACAAAGGGCTGACGGTGGAT 

D D1 same as B, BoxB as A 

>VerdeRiver1_3_cloneA - chimeric? TTTTAGGGAGACCTGCTTGCTGATGACCATTACCCAATAGAAAAAGGTCACAGTTAAGTCATCCCAAGGTCGAGCGAGGTTTTTGAGGAAATGGCATTCAAACTAATTCCCGGTTCGTTTCCAGGTATTTTCTGACATGGGCTATTAGCTCAGGTGGTTAGAGCGCACCCCTGATAAGGGTGAGGTCCCTGGTTCGAGTCCAGGATGGCCCACCTGAAGAACTGAAAAATTAACAGAGTGGGGGTATAGCTCAGTTGGTAGAGCGCTGCCTTTGCAAGGCAGAAGCCAGCGGTTCGAGTCCGCTTACCTCCACCAAAAAA-GA-GTGTTTTGATTCTAGACAGAATTCCGGAGAGGATGTGTTAAGATGAAAGACCTGGGTTGAGGATTAAGCCAGTCAGAGGGCTGCCGGCGCAAAGAAAAAAAATTTCAGAAAGGGGATTGACAATCAAAAAGCAGCCGTGCTAAAGTAAAAGACCGGGGCGAAAAAAAGGAGTGGGAGAGTTGAGAAACGACCCCAACTGAAGATTTCAGCCCGCCGGTGAAAAGAGAAAAAATTTCAGAAAGGGGATTGACAATCAAAAAGCGAGAGTGATAAGATAAAAGACCGGAAAGAAGAAGAAAAGAAGTGAGAGATTTCAGCAACGACCCAAGTGATTGACTTGAGCGCCTGCTGGATTCT-ATCCAGTCAGAACCTTGAAAACTGCATAGCAACTTGTCAGGGAGAAGCAATCAGCTAATAGCTGAAAGCTAATCAAACAGACATCAATGTTAAACGTGGTCAAGCTACAAAGGGCTGACGGTGGAT 

E - D1 same as B  

>ParkerDam2_K_clone3_MG250648 TTTTAGGGAGACCTGCTTGCTGATGATCGATACCCAATAGAAAAAGGTCACAGTTAAGTCATCCCAAGGTCGAGCGAGGTTTTTGAGAAAATGGCTTTCAAACTAATTCCCGGTTCGTTTCCAGGTCTTTTCTGACATGGGCTATTAGCTCAGGTGGTTAGAGCGCACCCCTGATAAGGGTGAGGTCCCTGGTTCGAGTCCAGGATGGCCCACCTGAAGAACTGAAAAATTAACAGAGTGGGGGTATAGCTCAGTTGGTAGGGCGCTGCCTTTGCAAGGCAGATGTCAGCGGTTCGAGTCCGCTTACCTCCACCAAAAAAAGA-GTGTTTTGATTCTAGACAGAATTCCGGAGAGGATGTGTTAAGATGAAAGACCGGGGTTGAGGCTTAAGCCAGTCAGAGGGCTGCCGGTTCAAAGAAAAAAA-TTCCCCAAAAGGGATTGACAATCAAAAAGCCTCCGTGCTAAAGTAAAAGACCGGGGCATAAAAAAGGAGTGGGAGAGTTGAGAAACGACCCCAACTGAAGATTTCAGCCCGCCGGTGAAAAGAGAAAAAATTTCAGAAAGGGGATTGACAATCAAAAAGCGAGAGTGATAAGATAAAAGACCGGAAAGAAGAAGAAAAGAAGTGAGAGATTTCAGCAACGACCCAAGTTATGGACTTGAGCGCCTGCTGGATTCTAATCCAGTCAGAACCTTGAAAACTGCATAGCAACTTGTCAGGGAGAAGCTTTTAGTGAATAGCTGAAAGCTGATCAAACAGACATCAATGCTAAACGTGGTCAAGCTACAAAGGGCTGACGGTGGAT 

>ParkerDam2_O_clone3_MG250650 TTTTAGGGAGACCTGCTTGCTGATGATCGATACCCAATAGAAAAAGGTCACAGTTAAGTCATCCCAAGGTCGAGCGAGGTTTTTGAGAAAATGGCTTTCAAACTAATTCCCGGTTCGTTTCCAGGTCTTTTCTGACATGGGCTATTAGCTCAGGTGGTTAGAGCGCACCCCTGATAAGGGTGAGGTCCCTGGTTCGAGTCCAGGATGGCCCACCTGAAGAACTGGAAAATTAACAGAGTGGGGGTATAGCTCAGTTGGTAGAGCGCTGCCTTTGCAAGGCAGATGTCAGCGGTTCGAGTCCGCTTACCTCCACCAAAAAAAGA-GTGTTTTGATTCTAGACAGAATTCCGGAGAGGATGTGTTAAGATGAAAGACCGGGGTTGAGGCTTAAGCCAGTCAGAGGGCTGCCGGTTCAAAGAAAAAAA-TTCCCCAAAAGGGATTGACAATCAAAAAGCCTCCGTGCTAAAGTAAAAGACCGGGGCATAAAAAAGGAGTGGGAGAGTTGAGAAACGACCCCAACTGAAGATTTCAGCCCGCCGGTGAAAAGAGAAAAAATTTCAGAAAGGGGATTGACAATCAAAAAGCGAGAGTGATAAGATAAAAGACCGGAAAGAAGAAGAAAAGAAGTGAGAGATTTCAGCAACGACCCAAGTTATGGACTTGAGCGCCTGCTGGATTCTAATCCAGTCAGAACCTTGAAAACTGCATAGCAACTTGTCAGGGAGAAGCTTTTAGTGAATAGCTGAAAGCTGATCAAACAGACATCAATGTTAAACGTGGTCAAGCTACAAAGGGCTGACGGTGGAT 

>ParkerDam2_T_clone3_MG250653 TTTTAGGGAGACCTGCTTGCTGATGATCGATACCCAATAGAAAAAGGTCACAGTTAAGTCATCCCAAGGTCGAGCGAGGTTTTTGAGAAAATGGCTTTCAAACTAATTCCCGGTTCGTTTCCAGGTCTTTTCTGACATGGGCTATTAGCTCAGGTGGTTAGAGCGCACCCCTGATAAGGGTGAGGTCCCTGGTTCGAGTCCAGGATGGCCCACCTGAAGAACTGAAAAATTAACAGAGTGGGGGTATAGCTCAGTTGGTAGAGCGCTGCCTTTGCAAGGCAGATGTCAGCGGTTCGAGTCCGCTTACCTCCACCAAAAAAAGA-GTGTTTTGATTCTAGACAGAATTCCGGAGAGGATGTGTTAAGATGAAAGACCGGGGCTGAGGCTTAAGCCAGTCAGAGGGCTGCCGGTTCAAAGAAAAAAA-TTCCCCAAAAGGGATTGACAATCAAAAAGCCTCCGTGCTAAAGTAAAAGACCGGGGCATAAAAAAGGAGTGGGAGAGTTGAGAAACGACCCCAACTGAAGATTTCAGCCCGCCGGTGAAAAGAGAAAAAATTTCAGAAAGGGGATTGACAATCAAAAAGCGAGAGTGATAAGATAAAAGACCGGAAAGAAGAAGAAAAGAAGTGAGAGATTTCAGCAACGACCCAAGTTATGGACTTGAGCGCCTGCTGGATTCTAATCCAGTCAGAACCTTGAAAACTGCGTAGCAACTTGTCAGGGAGAAGCTTTTAGTGAATAGCTGAAAGCTGATCAAACAGACATCAATGTTAAACGTGGTCAAGCTACAAAGGGCTGACGGTGGAT 

>VerdeRiver2_h_clone6_MG250666 TTTTAGGGAGACCTGCTTGCTGATGATCGATACCCAATAGAAAAAGGTCACAGTTAAGTCATCCCAAGGTCGAGCGAGGTTTTTGAGAAAATGGCTTTCAAACTAATTCCCGGTTCGTTTCCAGGTCTTTTCTGACATGGGCTATTAGCTCAGGTGGTTAGAGCGCACCCCTGATAAGGGTGAGGTCCCTGGTTCGAGTCCAGGATGGCCCACCTGAAGAACTGAAAAATTAACAGAGTGGGGGTATAGCCCAGTTGGTAGAGCGCTGCCTTTGCAAGGCAGATGTCAGCGGTTCGAGTCCGCTTACCTCCACCAAAAAAAGA-GTGTTTTGATTCTGGACAGAATTCCGGAGAGGATGTGTTAAGATGAAAGACCGGGGTTGAGGCTTAAGCCAGTCAGAGGGCTGCCGGTTCAAAGAAAAAAA-TTCCCCAAAAGGGATTGACAATCAAAAAGCCTCCGTGCTAAAGTAAAAGACCGGGGCATAAAAAAGGAGTGGGAGAGTTGAGAAACGACCCCAACTGAAGATTTCAGCCCGCCGGTGAAAAGAGAAAAAATTTCAGAAAGGGGATTGACAATCAAAAAGCGAGAGTGATAAGATAAAAGACCGGAAAGAAGAAGAAAAGAAGTGAGAGATTTCAGCAACGACCCAAGTTATGGACTTGAGCGCCTGCTGGATTCTAATCCTGTCAGAACCTTGAAAACTGCATAGCAACTTGTCAGGGAGAAGCTTTTAGTGAATAGCTGAAAGCTGATCAAACAGACATCAATGTTAAACGTGGTCAAGCTACAAAGGGCTGACGGTGGAT 

>VerdeRiver1_15_clone5_MG250660 TTTTAGGGAGACCTGCTTGCTGATGATCGATACCCAATAGAAAAAGGTCACAGTTAAGTCATCCCAAGGTCGAGCGAGGTTTTTGAGAAAATGGCTTTCAAACTAATTCCCGGTTCGTTTCCAGGTCTTTTCTGACATGGGCTATTAGCTCAGGTGGTTAGAGCGCACCCCTGATAAGGGTGAGGTCCCTGGTTCGAGTCCAGGATGGCCCACCTGAAGAACTGAAAAATTAACAGAGTGGGGGTATAGCTCAGTTGGTAGAGCGCTGCCTTTGCAAGGCAGATGTCAGCGGTTCGAGTCCGCTTACCTCCACCAAAAAAAGA-GTGTTTTGATTCTAGACAGAATTCCGGAGAGGATGTGTTAAGATGAAAGACCGGGGTTGAGGCTTAAGCCAGTCAGAGGGCTGCCGGTTCAAAGAAAAAAA-TTCCCCAAAAGGGATTGACAATCAAAAAGCCTCCGTGCTAAAGTAAAAGACCGGGGCATAAAAAAGGAGTGGGAGAGTTGAGAAACGACCCCAACTGAAGATTTCAGCCCGCCGGTGAAAAGAGAAAAAATTTCAGAAAGGGGATTGACAATCAAAAAGCGAGAGTGATAAGATAAAAGACCGGAAAGAAGAAGAAAAGAAGTGAGAGATTTCAGCAACGACCCAAGTTATGGACTTGAGCGCCTGCTGGATTCTAATCCAGTCAGAACCTTGAAAACTGCATAGCAACTTGTCAGGGAGAAGCTTTTAGTGAATAGCTGAAAGCTGATCAAACAGACATCAATGTTAAACGTGGTCAAGCTACAAAGGGCTGACGGTGGAT 

>Strkovec_5_clone4_MG250668 TTTTAGGGAGACCTGCTTGCTGATGATCGATACCCAATAGAAAAAGGTCACAGTTAAGTCATCCCAAGGTCGAGCGAGGTTTTTGAGAAAATGGCTTTCAAACTAATTCCCGGTTCGTTTCCAGGTCTTTTCTGACATGGGCTATTAGCTCAGGTGGTTAGAGCGCACCCCTGATAAGGGTGAGGTCCCTGGCTCGAGTCCAGGATGGCCCACCTGAAGAACTGAAAAATTAACAGAGTGGGGGTATAGCTCAGTTGGTAGAGCGCTGCCTTTGCAAGGCAGATGCCAGCGGTTCGAGTCCGCTTACCTCCACCAAAAAAAGA-GTGTTTTGATTCTAGACAGAATTCCGGAGAGGATGTGTTAAGATGAAAGACCGGGGTTGAGGTTTAAGCCAGTCAGAGGGCTGCCGGTTCCAAGAAAAAAA-TTCCCCAAAAGGGATTGACAATCAAAAAGCCTCCGTGCTAAAGTAAAAGACCGGGGCATAAAAAAGGAGTGGGAGAGTTGAGAAACGACCCCAGCTGAAGATTTCAGCCCGCCGGTGAAAAGAGAAAAAATTTCAGAAAGGGGATTGACAATCAAAAAGCGAGTGTGATAAGATAAAAGACCGGAAAGAAGAAGAAAAGAAGTGAGAGATTTCAGCAACGACCCAAGTGATTGACTTGAGCGCCTGCTGGATTCTAATCCAGTCAGAACCTTGAAAACTGCATAGCAACTTGTCAGGGAGAAGCTTTTAGTGAATAGCTGAAAGCTGATCAAACAGACATCAATGTTAAACGTGGTCAAGCTACAAAGGGCTGACGGTGGAT 

>Strkovec_9_clone1_MG250670 TTTTAGGGAGACCTGCTTGCTGATGATCGGTACCCAATAGAAAAAGGTCACAGTTAAGTCATCCCAAGGTCGAGCGAGGTTTTTGAGAAAATGGCTTTCAAACTAATTCCCGGTTCGTTTCCAGGTCTTTTCTGACATGGGCTATTAGCTCAGGTGGTTAGAGCGCACCCCTGATAAGGGTGAGGTCCCTGGTTCGAGTCCAGGATGGCCCACCTGAAGAACTGAAAAATTAACAGAGTGGGGGTATAGCTCAGTTGGTAGAGCGCTGCCTTTGCAAGGCAGATGCCAGCGGTTCGAGTCCGCTTACCTCCACCAAAAAARGA-GTGTTTTGATTCTAGACAGAATTCCGGAGAGGATGTGTTAAGATGAAAGACCGGGGTTGAGGTTTAAGCCAGTCAGAGGGCTGCCGGTTCCAAGAAAAAAA-TTCCCCAAAAGGGATTGACAATCAAAAAGCCTCCGTGCTAAAGTAAAAGACCGGGGCATAAAAAAGGAGTGGGAGAGTTGAGAAACGACCCCAGCTGAAGATTTCAGCCCGCCGGTGAAAAGAGAAAAAATTTCAGAAAGGGGATTGACAATCAAAAGGCGAGTGTGATAAGATAAAAGACCGGAAAGAAGAAGAAAAGAAGTGAGAGATTTCAGCAACGACCCAAGTGATTGACTTGAGCGCCTGCTGGATTCTAATCCAGTCAGAACCTTGAAAACTGCATAGCAACTTGTCAGGGAGAAGCTTTTAGTGAATAGCTGAAAGCTGATCAAACAGACATCAATGTTAAACGTGGTCAAGCTACAAAGGGCTGACGGTGGAT 

>Strkovec_10_clone14_MG250675 TTTTAGGGAGACCTGCTTGCTGATGATCGATACCCAATAGAAAAAGGTCACAGTTAAGTCATCCCAAGGTCGAGCGAGGTTTTTGAGAAAATGGCTTTCAAACTAATTCCCGGTTCGTTTCCAGGTCTTTTCTGACATGGGCTATTAGCTCAGGTGGTTAGAGCGCACCCCTGATAAGGGTGAGGTCCCTGGTTCGAGTCCAGGATGGCCCACCTGAAGAACTGAAAAATTAACAGAGTGGGGGTATAGCTCAGTTGGTAGAGCGCTGCCTTTGCAAGGCAGATGTCAGCGGTTCGAGTCCGCTTACCTCCACCAAAAAAAGA-GTGTTTTGATTCTAGACAGAATTCCGGAGAGGATGTGTTAAGATGAAAGACCGGGGTTGAGGTTTAAGCCAGTCAGAGGGCTGCCGGTTCCAAGAAAAAAA-TTCCCCAAAAGGGATTGACAATCAAAAAGCCTCCGTGCTAAAGTAAAAGACCGGGGCATAAAAAAGGAGTGGGAGAGTTGAGAAACGACCCCAGCTGAAGATTTCAGCCCGCCGGTGAAAAGAGAAAAAATTTCAGAAAGGGGATTGACAATCAATAAGCGAGTGTGATAAGATAAAAGACCGGAAAGAAGAAGAAAAGAAGTGAGAGATTTCAGCAACGACCCAAGTGATTGACTTGAGCGCCTGCTGGATTCTAATCCAGTCAGAACCTTGAAAACTGCATAGCGACTTGTCAGGGAGAAGCTTTTAGTGAATAGCTGAAAGCTGATCAAACAGACGTCAATGTTAAACGTGGTCAAGCTACAAAGGGCTGACGGTGGAT 

>Strkovec_10_clone5_MG250672 TTTTAGGGAGACCTGCTTGCTGATGATCGATACCCAATAGAAAAAGGTCACAGTTAAGTCATCCCAAGGTCGAGCGAGGTTTTTGAGAAAATGGCTTTCAAACTAATTCCCGGTTCGTTTCCAGGTCTTTTCTGACATGGGCTATTAGCTCAGGTGGTTAGAGCGCACCCCTGATAAGGGTGAGGTCCCTGGTTCGAGTCCAGGATGGCCCACCTGAAGAACTGAAAAATTAACAGAGTGGGGGTATAGCTCAGTTGGTAGAGCGCTGCCTTTGCAAGGCAGATGCCAGCGGTTCGAGTCCGCTTACCTCCACCAAAAAAAGA-GTGTTTTGATTCTAGACAGAATTCCGGAGAGGATGTGTTAAGATGAAAGACCGGGGTTGAGGTTTAAGCCAGTCAGAGGGCTGCCGGTTCCAAGAAAAAAA-TTCCCCAAAAGGGATTGACAATCAAAAAGCCTCCGTGCTAAAGTAAAAGACCGGGGCATAAAAAAGGAGTGGGAGAGTTGAGAAACGACCCCAGCTGAAGATTTCAGCCCGCCGGTGAAAAGAGAAAAAATTTCAGAAAGGGGATTGACAATCAAAAAGCGAGTGTGATAAGATAAAAGACCGGAAAGAAGAAGAAAAGAAGTGAGAGATTTCAGCAACGACCCAAGTGATTGACTTGAGCGCCTGCTGGATTCTAATCCAGTCAGAACCTTGAAAACTGCATAGCAACTTGTCAGGGAGAAGCTTTTAGTGAATAGCTGAAAGCTGATCAAACAGACATCAATGTTAAACGTGGTCAAGCTACAAAGGGCTGACGGTGGAT 

>Strkovec_10_clone10_MG250673 TTTTAGGGAGACCTACTTGCTGATGATCGATACCCAATACAAAAAGGTCACAGTTAAGTCATCCCAAGGTCGAGCGAGGTTTTTGAGAAAGTGGCTTTCAAACTAATTCCCGGTTCGTTTCCAGGTCTTTTCTGACATGGGCTATTAGCTCAGGTGGTTAGAGCGCACCCCTGATAAGGGTGAGGTCCCTGGTTCGAGTCCAGGATGGCCCACCTGAAGAACTGAAAAATTAACGGAGTGGGGGTATAGCTCAGTTGGTAGAGCGCTGCCTTTGCAAGGCAGATGCCAGCGGTTCGAGTCCGCTTACCTCCACCAGAAAAGGA-GTGTTTTGATTCTAGACAGAATTCCGGAGAGGATGTGTTAAGATGAAAGACCGGGGTTGAGGTTTAAGCCAGTCAGAGGGCTGCCGGTTCCAAGAAAAAAA-TTCCCCAAAAGGGATTGACAATCAAAAAGCCTCCGTGCTAAAGTAAAAGACCGGGGCATAAAAAAGGAGTGGGAGAGTTGAGAAACGACCCCAGCTGAAGATTTCAGCCCGCCGGTGAAAAGAGAAAAAATTTCAGAAAGGGGATTGACAATCAAAAAGCGAGTGTGATAAGATAAAAGACCGGAAAGAAGAAGAAAAGAAGTGAGAGATTTCAGCAACGACCCAAGTGATTGACTTGAGCGCCTGCTGGATTCTAATCCAGTCAGAACCTTGAAAACTGCATAGCAACTTGTCAGGGAGAAGCTTTTAGTGAATAGCTGAAAGCTGATCAAACAGACATCAATGTTAAACGTGGTCAAGCTACAAAGGGCTGACGGTGGAT 

>Strkovec_10_clone11_MG250674 TTTTAGGGAGACCTACTTGCTGATGATCGATACCCAATACAAAAAGGTCACAGTTAAGTCATCCCAAGGTCGAGCGAGGTTTTTGAGAAAATGGCTTTCAAACTAATTCCCGGTTCGTTTCCAGGTCTTTTCTGACATGGGCTATTAGCTCAGGTGGTTAGAGCGCACCCCTGATAAGGGTGAGGTCCCTGGTTCGAGTCCAGGATGGCCCACCTGAAGAACTGAAAAATTAACAGAGTGGGGGTATAGCTCAGTTGGTAGAGCGCTGCCTTTGCAAGGCAGATGCCAGCGGTTCGAGTCCGCTTACCTCCACCAAAAAAAGA-GTGTTTTGATTCTAGACAGAATTCCGGAGAGGATGTGTTAAGATGAAAGACCGGGGTTGAGGTTTAAGCCAGTCAGAGGGCTGCCGGTTCCAAGAAAAAAA-TTCCCCAAAAGGGATTGACAATCAAAAAGCCTCCGTGCTAAAGTAAAAGACCGGGGCATAAAAAAGGAGTGGGAGAGTTGAGAAACGACCCCAGCTGAAGATTTCAGCCCGCCGGTGAAAAGAGAAAAAATTTCAGAAAGGGGATTGACAATCAAAAAGCGAGTGTGATAAGATAAAAGACCGGAAAGAAGAAGAAAAGAAGTGAGAGATTTCAGCAACGACCCAAGTGATTGACTTGAGCGCCTGCTGGATTCTAATCCAGTCAGAACCTTGAAAACTGCATAGCAACTTGTCAGGGAGAAGCTTTTAGTGAATAGCTGAAAGCTGATCAAACAGACATCAACGTTAAACGTGGTCAAGCTACAAAGGGCTGACGGTGGAT 

F - D1 same as B, BoxB as A 

>ParkerDam2_T_clone1_MG250651 TTTTAGGGAGACCTGCTTGCTGATGACCATTACCCAATAGAAAAAGGTCACAGTTAAGTCATCCCAAGGTCGAGCGAGGTTTTTGAGAAAATGGCTTTCAAACTAATTCCCGGTTCGTTTCCAGGTATTTTCTGACATGGGCTATTAGCTCAGGTGGTTAGAGCGCACCCCTGATAAGGGTGAGGTCCCTGGTTCGAGTCCAGGATGGCCCACCTGAAGAACTGAAAAATTAACAGAGTGGGGGTATAGCTCAGTTGGTAGAGCGCTGCCTTTGCAAGGCAGATGGCAGCGGTTCGAGTCCGCTTACCTCCACCAAAAAAAGAAATCTTTT-ATCCAAGACAGAATTCCGGAGAGGATGTGTTAAGATGAAAGACCGGGGTTGAGGCTTAAGCCAGTCAGAGGGCTGCCGGTTCCAAGAAAAAAA-TTCCACAAAAGGGATTGACAATCAAAAAGCCTCCGTGCTAAAGTAAAAGACCGGGGCAGAAAAAAGGAGTGGGAGAGTTGAGAAACGACCCCAACTGAAGATTTCAGCCCGCCGGTGAAAAGAGAAAAAATTTCAGAAAGGGGATTGACAATCAAAAAGCGAGAGTGATAAGATAAAAGACCGGAAAGAAGAAGAAAAGAAGTGAGAGATTTCAGCAACGACCCAAGTTATGAACTTGAGCGCCTGCTGGATTCTAATCCAGTCAGAACCTTGAAAACTGCATAGCAACTTGTCAGGGAGAAGCTTTTAGTGAATAGCTGAAAGCTAATCAAACAGACATCAATGCTAAACGTGGTCAAGCTACAAAGGGCTGACGGTGGAT 

>ParkerDam2_T_clone2_MG250652 TTTTAGGGAGACCTGCTTGCTGATGACCATTACCCAATAGAAAAAGGTCACAGTTAAGTCATCCCAAGGTCGAGCGAGGTTTTTGAGAAAATGGCTTTCAAACTAATTCCCGGTTCGTTTCCAGGTATTTTCTGACATGGGCTATTAGCTCAGGTGGTTAGAGCGCACCCCTGATAAGGGTGAGGTCCCTGGTTCGAGTCCAGGATGGCCCACCTGAAGAACTGAAAAATTAACAGAGTGGGGGTATAGCTCAGTTGGTAGAGCGCTGCCTTTGCAAGGCAGATGGCAGCGGTTCGAGTCCGCTTACCTCCACCAAAAAAAGAAATCTTTT-ATCCAAGACAGAATTCCGGAGAGGATGTGTTAAGATGAAAGACCGGGGTTGAGGCTTAAGCCAGTCAGAGGGCTGCCGGTTCCAAGAAAAAAA-TTCCACAAAAGGGATTGACAATCAAAAAGCCTCCGTGCTAAAGTAAAAGACCGGGGCAGAAAAAAGGAGTGGGAGAGTTGAGAAACGACCCCAACTGAAGATTTCAGCCCGCCGGTGAAAAGAGAAAAAATTTCAGAAAGGGGATTGACAATCAAAAAGCGAGAGTGATAAGATAAAAGACCGGAAAGAAGAAGAAAAGAAGTGAGAGATTTCAGCAACGACCCAAGTGATTGACTTGAGCGCCTGCTGGATTCT-ATCCAGTCAGAACCTTGAAAACTGCATAGCAACTTGTCGGGGAGAAGCTTTTAGTGAATAGCTGAAAGCTAATCAAACAGACATCAGTGTTAAACGTGGTCAAGCTACAAAGGGCTGACGGTGGAT 

>VerdeRiver2_h_clone3_MG250664 TTTTAGGGAGACCTGCTTGCTGATGACCATTACCCAATAGAAAAAGGTCACAGTTAAGTCATCCCAAGGTCGAGCGAGGTTTTTGAGAAAATGGCTTTCAAACTAATTCCCGGTTCGTTTCCAGGTATTTTCTGACATGGGCTATTAGCTCAGGTGGTTAGAGCGCACCCCTGATAAGGGTGAGGTCCCTGGTTCGAGTCCAGGATGGCCCACCTGAAGAACTGAAAAATTAACAGAGTGGGGGTATAGCTCAGTTGGTAGAGCGCTGCCTTTGCAAGGCAGATGGCAGCGGTTCGAGTCCGCTTACCTCCACCAAAAAAAGAAATCTTTT-ATCCAAGACAGAATTCCGGAGAGGATGTGTTAAGATGAAAGACCGGGGTTGAGGCTTAAGCCAGTCAGAGGGCTGCCGGTTCCAAGAAAAAAA-TTCCACAAAAGGGATTGACAATCAAAAAGCCTCCGTGCTAAAGTAAAAGACCGGGGCAGAAAAAAGGAGTGGGAGAGTTGAGAAACGACCCCAACTGAAGATTTCAGCCCGCCGGTGAAAAGAGAAAAAATTTCAGAAAGGGGATTGACAATCAAAAAGCGAGAGTGATAAGATAAAAGACCGGAAAGAAGAAGAAAAGAAGTGAGAGATTTCAGCAACGACCCAAGTGATTGACTTGAGCGCCTGCTGGATTCT-ATCCAGTCAGAACCTTGAAAACTGCATAGCAACTTGTCAGGGAG-AGCAATCAGCTAATAGCTGAAAGCTAATCAAACAGACATCAATGTTAAACGTGGTCAAGCTACAAAGGGCTGACGGTGGAT 

>VerdeRiver1_4_cloneB_MG250657 TTTTAGGGAGACCTGCTTGCTGATGACCATTACCCAATAGAAAAAGGTCACAGTTAAGTCATCCCAAGGTCGAGCGAGGTTTTTGAGAAAATGGCTTTCAAACTAATTCCCGGTTCGTTTCCAGGTATTTTCTGACATGGGCTATTAGCTCAGGTGGTTAGAGCGCACCCCTGATAAGGGTGAGGTCCCTGGTTCGAGTCCAGGATGGCCCACCTGAAGAACTGAAAAGTTAACAGAGTGGGGGTATAGCTCAGTTGGTAGAGCGCTGCCTTTGCAAGGCAGATGGCAGCGGTTCGAGTCCGCTTACCTCCACCAAAAAAAGAAATCTTTT-ATCCAAGACAGAATTCCGGAGAGGATGTGTTAAGATGAAAGACCGGGGTTGAGGCTTAAGCCAGTCAGAGGGCTGCCGGTTCCAAGAAAAAAA-TTCCACAAAAGGGATTGACAATCAAAAAGCCTCCGTGCTAAAGTAAAAGACCGGGGCAGAAAAAAGGAGTGGGAGAGTTGAGAAACGACCCCAACTGAAGATTTCAGCCCGCCGGTGAAAAGAGAAAAAATTTCAGAAAGGGGATTGACAATCAAAAAGCGAGAGTGATAAGTTAAAAGACCGGAAAGAAGAAGAAAAGAAGTGAGAGATTTCAGCAACGACCCAAGTGATTGACTTGAGCGCCTGCTGGATTCT-ATCCAGTCAGAACCTTGAAAACTGCATAGCAACTTGTCAGGGAGAAGCAATCAGCTAATAGCTGAAAGCTAATCAAACAGACATCAATGTTAAACGTGGTCAAGCTACAAAGGGCTGACGGTGGAT 

G - D1 same as E, BoxB same as A, V3 same as A 

>Strkovec_5_clone3_MG250667 TTTTAGGGAGACCTGCTTGCTGATGATCGATACCCAATAGAAAAAGGTCACAGTTAAGTCATCCCAAGGTCGAGCGAGGTTTTTGAGAAAGTGGCTTTCAAACTAATTCCCGGTTCGTTTCCAGGTCTTTTCTGACATGGGCTATTAGCTCAGGTGGTTAGAGCGCACCCCTGATAAGGGTGAGGTCCCTGGTTCGAGCCCAGGATGGCCCACCTGAAGAACTGAAAAATTAACAGAGTGGGGGTATAGCTCAGTTGGTAGAGCGCTGCCTTTGCAAGGCAGATGCCAGCGGTTCGAGTCCGCTTACCTCCACCAAAAAAAGA-GTGTTTTGATTCTAGACAGAATTCCGGAGAGGATGTGTTAAGATGAAAGACCGGGG--AGAAA--AAGCCATGCTG-TAACT-----CCCAAA-AAAAGAAATCTTTTCTTCTTGACAAAAGCCCGGAGAG--GGTGTGGTAAGATGAAAGACCGGGG-AGAAAAAA--------------------CCATCCTGTC-----ATTTGA-CCGGCAGTCCCCAAGAAAAAAAAGTTCCTCAAAGTTGTTGACAGTCAAAGCGCGACAGTGCTGAGATAAAAGACCG-AGAG--CAA-AAAA--AGTTACAGATTTCAGCAACGACCCAAGTGATTGACTTGAGCGCCTGCTGGATTCTAATCCAGTCAGAACCTTGAAAACTGCATAGCAACTTGTCAGGGAGAAGCTTTTAGTGAATAGCTGAAAGCTGATCAAACAGACATCAATGTTAAACGTGGTCAAGCTACAAAGGGCTGACGGTGGAT 

>Strkovec_5_clone5_MG250669 TTTTAGGGAGACCTGCTTGCTGATGATCGATACCCAATAGAAAAAGGTCACAGTTAAGTCATCCCAAGGTCGAGCGAGGTTTTTGAGAAAATGGCTTTCAAACTAATTCCCGGTTCGTTTCCAGGTCTTTTCTGACATGGGCTATTAGCTCAGGTGGTTAGAGCGCACCCCTGATAAGGGTGAGGTCCCTGGTTCGAGTCCAGGATGGCCCACCTGAAGAACTGAAAAATTAACAGAGTGGGGGTATAGCTCAGTTGGTAGAGCGCTGCCTTTGCAAGGCAGATGCCAGCGGTTCGAGTCCGCTTACCTCCACCAAAAAAAGA-GTGTTTTGATTCTAGACAGAATTCCGGAGAGGATGTGTTAAGATGAAAGACCGGGG--AGAAA--AAGCCATGCTG-TAACT-----CCCAAA-AAAAGAAACCTTTTCTTCTTGACAAAAGCCCGGAGAG--GGTGTGGTAAGATGAAAGACCGGGG-AGAAAAAA--------------------CCATCCTGTC-----ATTTGA-CCGGCAGTCCCCAAGAAAAAAAAGTTCCTCAAAGTTGTTGACAGTCAAAGCGCGACAGTGCTAAGATAAAAGACCG-AGAG--CAA-AAAA--AGTTACAGATTTCAGCAACGACCCAAGTGATTGACTTGAGCGCCTGCTGGATTCTAATCCAGTCAGAACCTTGAAAACTGCATAGCAACTTGTCAGGGAGAAGCTTTTAGTGAATAGCTGAAAGCTGATCAAACAGACATCAATGTTAAACGTGGTCAAGCTACAAAGGGCTGGCGGTGGAT 

>Strkovec_9_clone2_MG250671 TTTTAGGGAGACCTGCTTGCTGATGATCGATACCCAATAGAAAAAGGTCACAGTTAAGTCATCCCAAGGTCGAGCGAGGTTTTTGAGAAAATGGCTTTCAAACTAATTCCCGGTTCGTTTCCAGGTCTTTTCTGACATGGGCTATTAGCTCAGGTGGTTAGAGCGCACCCCTGATAAGGGTGAGGTCCCTGGTTCGAGTCCAGGATGGCCCACCTGAAGAACTGAAAAATTAACAGAGTGGGGGTATAGCTCAGTTGGTAGAGCGCTGCCTTTGCAAGGCAGATGCCAGCGGTTCGAGTCCGCTTACCTCCACCAAAAAAAGA-GTGTTTTGATTCTAGACAGAATTCCGGAGAGGATGTGTTAAGATGAAAGACCGGGG--AGAAA--AAGCCATGCTG-TAACT-----CCCAAA-AAAAGAAATCTTTTCTTCTTGACAAAAGCCCGGAGAG--GGTGTGGTAAGATGAAAGACCGGGG-AGAAAAAA--------------------CCATCCTGTC-----ATTTGA-CCGGCAGTCCCCAAGAAAAAAAAGTTCCTCAAAGTTGTTGACAGTCAAAGCGCGACAGTGCTAAGATAAAAGACCG-AGAG--CAA-AAAA--AGTTACAGATTTCAGCAACGACCCAAGTGATTGACTTGAGCGCCTGCTGGATTCTAATCCAGTCAGAACCTTGAAAACTGCATAGCAACTTGTCAGGGAGAAGCTTTTAGTGAATAGCTGAAAGCTGATCAAACAGACATCAATGTTAAACGTGGTCAAGCTACAAAGGGCTGACGGTGGAT 

H – D1 2, 

>RainbowLake2_f_clone6_big_MG250691 TTTTAGGGAGACCTGCTTGCTGATCACC-TGACCCTAGAAATTAAGGTAACAGTTAAGCCATCCCAAGGTCGAGCGAAGTTTTTGAGAAAATGGCTTTCAAACTAATTCCAGGTTCGTTTCACGGGCTAGAATGGGCTATTAGCTCAGGTGGTTAGAGCGCACCCCTGATAAGGGTGAGGTCCCTGGTTCGAGTCCAGGATGGCCCACCTG-AAGTGAGTTTAGATTTTAGGTTTTAGATTTAAGATTGAATCTCAAATCTTAAATCGTGAGGTGACTGGAGAGAGTCCAGTCGGGCCCA-CAGAAAGCGATTTTAGATTGAATCCCAAATCCAAAATCCAAAATCTAAAATCCCAAATCCAAAATTCAAAGAGTGGGGGTATAGCTCAGTTGGTAGAGCGCTGCCTTTGCACGGCAGAAGTCAGCGGTTCGAGTCCGCTTACCTCCACCAGAAAAAGAAAGGTTTTTGTCTTAACATTGCCTGGAGAGGGTGTGGTAAGATGAAAGACCGGGGAGAAAAAACCATCCTCTC-------------------------------------------------------------------------------------------ATTTGACCGGCAGTCCCCA----AAAAAAGTTACTAAAAGTTCTTGACAGTCGAAGCGCGACAGTGCTAAGATAAAAGACCGAGGACAAAAAAGTTAGAGATTTCAGCAACGACGCAAGTTATAGACTTGAGCGCCTGCTGGATTCTAATCCAGTCAGAACCTTGAAAACTGCATAGCAACTTGTCAGGGAGAAGCAATCAGCTAATAGCTGAAAGCTAATCAAACAGACATCAATGTTAAACGTGGTCAAGCTACAAAGGGCTGACGGTGGAT 

>RainbowLake2_g_clone7_big_MG250693 TTTTAGGGAGACCTGCTTGCTGATCACC-TGACCCTAGAAATTAAGGTAACAGTTAAGTCATCCCAAGGTCGAGCGAAGTTTTTGAGAAAATGGCTTTCAAACTAATTCCAGGTTCGTTTCACGGGCTAGAATGGGCTATTAGCTCAGGTGGTTAGAGCGCACCCCTGATAAGGGTGAGGTCCCTGGTTCGAGTCCAGGATGGCCCACCTG-AAGTGAGTTTAGATTTTAGGTTTTAGATTTAAGATTGAATCTCAAATCTTAAATCGTGAGGTGACTGGGGAGAGTCCAGTCGGGCCCA-CAGAAAGCGATTTTAGATTGAATCCCAAATCCAAAATCCAAAATCTAAAATCCCAAATCCAAAATTCAAAGAGTGGGGGTATAGCTCAGTTGGTAGAGCGCTGCCTTTGCACGGCAGAAGTCAGCGGTTCGAGTCCGCTTACCTCCACCAGAAAAAGAAAGGTTTTTGTCTTAACATTGCCTGGAGAGGGTGTGGTAAGATGAAAGACCGGGGAGAAAAAACCATCCTCTC-------------------------------------------------------------------------------------------ATTTGACCGGCAGTCCCCA----AAAAAAGTTACTAAAAGTTCTTGACAGTCGAAGCGCGACAGTGCTAAGATAAAAGACCGAGGACAAAAAAGTTAGAGATTTCAGCAACGACGCAAGTTATAGACTTGAGCGCCTGCTGGATTCTAATCCAGTCAGAACCTTGAAAACTGCATAGCAACTTGTCAGGGAGAAGCAATCAGCTAATAGCTGAAAGCTAATCAAACAGACATCAATGTTAAACGTGGTCAAGCTACAAAGGGCTGACGGTGGAT 

>RainbowLake2_f_clone7_big_MG250692 -------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------CTTAAATCGTGAGGTGACTGGGGAGAGTCCAGTCGGGCCCA-CAGAAAGCGATTTTAGATTGAATCCCAAATCCAAAATCCAAAATCTAAAATCCCAAATCCAAAATTCAAAGAGTGGGGGTATAGCTCAGTTGGTAGAGCGCTGCCTTTGCACGGCAGAAGTCAGCGGTTCGAGTCCGCTTACCTCCACCAGAAAAAGAGAGGTTTTTGTCTTAACATTGCCTGGAGAGGGTGTGGTAAGATGAAAGACCGGGGAGAAAAAACCATCCTCTC-------------------------------------------------------------------------------------------ATTTGACCGGCAGTCCCCA----AAAAAAGTTACTAAAAGTTCTTGACAGTCGAAGCGCGACAGTGCTAAGATAAAAGACCGAGGACAAAAAAGTTAGAGACTTCAGCAACGACGCAAGTTATAGACTTGAGCGCCTGCTGGATTCTAATCCAGTCAGAACCTTGAAAACTGCATAGCAACTTGTCAGGGAGAAGCAATCAGCTAATAGCTGAAAGCTAATCAAACAGACATCAATGTTAAACGTGGTCAAGCTACAAAGGGCTGACGGTGGAT 

I 

>CCALA1115_K_clone4_MG255283 TTTTAGGGAGACCTGCTTGCTGATGACC-GGACCCAATAAATTTTGGTCACAGTCAAGTCATCCCAAGGTCGAGCGAGGTTTTTGAGAAAATGGCTTTCAAACTAATTCCGGGTTCGTTAC----------ATGGGCTATTAGCTCAGGTGGTTAGAGCGCACCCCTGATAAGGGTGAGGTCCCTGGTTCGAGTCCAGGATGGCCCACCTGGAAGTAATTTTAGATTTTAGATTTTGGGTTTTAGATTGAATGTCGAATCTCAAATCGTGAGGTCTATGGTTAGAGTCCAGTATGGCCCACCTGCAAGAGATTTTAGATTGTAGATTGAATCCAAAATCCAAAATCTAAAATCCAGAATCCACAC-------AGTGGGGGTATAGCTCAGTTGGTAGAGCGCTGCCTTTGCACGGCAGAAGCCAGCGGTTCGAGTCCGCTTACCTCCACCAAAAAAAGAAATCTTTTATCCTTGACATTTCCCGGAGAGGGTGTGGTAAGATGAAAGACCGGGGAGAAAAAACCATCCTGTC-------------------------------------------------------------------------------------------ATTTGACCGGCAGTCCCCAAGAAAAAAAAGTTACGAAAAGTTCTTGACATTCGAAGCGCGACAGTGCTAAGACAAAAGACCGAGAGCAAAAAAGTTACAGATTTCAGCAACGACCCAAGTAATTGACTTGAGCGCCTGCTGGATTCT-ATCCAGTCAGAACCTTGAAAACTGCATAGCAACTTGTCAGGGAGAAGCAATCAGCTATTAGCTGAGAGCTAATCAAACAGACATCAATGTTAAACGTGGTCAAGCTACAAAGGGCTGACGGTGGAT 

J BoxB same as I 

>NIVA_CYA132_clone3_MG255290 TTTTAGGGAGACCTGCTTGCTGATGACC-AGACCCTAGAAATATTGGTCACAGTGAAGTCATCCCAAGGTCGAGGGAGGTTTTTGGTAAAAAGGCTTTCAAACTAATTCCCGGTTCGTTTT----------ATGGGCTATTAGCTCAGGTGGTTAGAGCGCACCCCTGATAAGGGTGAGGTCCCTGGTTCGAGTCCAGGATGGCCCACCTGGAAGGGATTGCAGATTTTGGATTTTAGATT-------GGCTCTCAAATCTCAAATCGTGAGGTCGCTGGTTAAAGTCCAGGATGTCCGACCCGCGAGGGATTTTAAATTGTACATTCAATCGAAAATCCAAAATCCAAAATCCAAAATCCACAC-------AGTGGGGGTATAGCTCAGTTGGTAGAGCGCTGCCTTTGCACGGCAGAAGCCAGCGGTTCGAGTCCGCTTACCTCCACCAAAAAAAGAAATCTTTTCTTCTTAACATTTCCCGGAAAGGGTGTGCTAAGATGAAAGACCGGAGACAAGAAAAAGCCATCCTGTCACCCGTAAAAAAATAAATCTTTCCTCCTTGACATTTCTCGGAAAGGGTGTGCTAAGATGAAAGACCGGGGATAAAAAATCATCTTGTCATTTGATTGGCAGCCCCCA----AAAAAAGTTACGAAAACTTGTTGACAGTCGAAGCGCGACAGTGCTAAGATAAAAGACCGAAAGGAAAAAA-ATACAGATTTCAGCAACGACCCAAGTAATTGACTTGAGCGCCTGCTGGATTCT-ATCCAGTCAGAACCTTGAAAACTGCATAGCAACTTGTCAGGGAGAAGCAATCAGCTTTTAGCTGAGAGCTAATCAATCAGACATCAATGTTAAACGTGGTCAAGCTACAAAGAGCTGACGGTGGAT 

K 

KC854781.1 Oscillatoria_Hawaii TTTTAGGGAGACCTGCTTGCTGATCACCATTACCCAATACAAAAAGGTGACAGTTAAGTCATCCCAAGGTCGAGCGAGGTTTATGAGAAAATGGCTTTCAAACTAATTCCAGGTTCGTTTCACGGGCTAGAATGGGCTATTAGCTCAGGTGGTTAGAGCGCACCCCTGATAAGGGTGAGGTCCCTGGTTCGAGTCCAGGATGGCCCACCTG-AAGTGAATTTAGATTTTAGGTTTTAGATTTAAGATTGAATCTCAAATCTTAAATCGTGAGGTGACTGGGGAGAGTCCAGTCGGGCCCA-CAGAAAGCGATTTTAGATTGAATCCCAAATCCCAAATCCCAAATCCCAAATCCCAAATCCAAAATCTAAAATCCCAAATCCAAAATTCAAAGAGTGGGGGTATAGCTCAGTTGGTAGAGCGCTGCCTTTGCACGGCAGAAGTCAGCGGTTCGAGTCCGCTTACCTCCACCAAAAAAAGAAATCTTTTATCCAAGACATTTCCCGGAGAGGGTGTGGTAAGATGAAAGACCGGGGAGAAAAACCATCCGGTCATTTGACCGGCAGTCCCCAAAAAAAGTTACGAAAAGTTCTTGACAGTCGAAGCGCGACAGTGCTAAGATAAAAGACCGAGGACAAAAAAGTTAGAGATTTCAGCAACGACGCAAGTTATAGACTTGAGCGCCTGCTGGATTCTAATCCAGTCAGAACCTTGAAAACTGCATAGCAACTTGTCAGGGAGAAGCAATCAGCTATTAGCTGATTGCTAATCAAACAGACATCAATGTTAAACGTGGTCAAGCTACAAAGGGCTGACGGTGGAT 

 

 

 

 

NO tRNA 

A – D1 4, 

>CCALA1115_cloneB1_MG255269 TTTTAGGGAGACCTGCTTGCTGATGACC-GGACCCAATAAATTTTGGTCACAGTCAAGTCATCCCAAGGTCGAGGGAGGTTTTTGAGAAAATGGCTTTCAAACTATACTCGGGTTCGGCTC-AATAGCGCATAGATTTGAGTTCAAAAGATTCAATGTAAAATCGTCAGTCAAAAGTCTAGACAGACTCGGGAGAGGATGTGTTAAGATAAAAGACCTTGGCGAACAGCACGGAGAGTCAGAGCGCTGCCGGCAAGTTGAGAAAAAATTCCCGCCAGGGGATTGACAGTCAAAAAGCAGCCGTGCTAAGCTAAAAGACCGGAAAGAAAAAAGAAGTGGGAGAGTTGAGAAACGACCCCAGTTGAAGATTTAAGCCCGCCGGCTCAAAGAAAAAAAATTCCCGCCAGGGGATTGACAAACAAAAAGCAGCCGTGCTAAAGTAAAAGACCGGAAACAAAAAATCAGTGAGAGATTTCAGCAACGACCCAAGTAATTGACTTGAGCGCCTGCTGGATTCT-ATCCAGTCAGAACCTTGAAAACTGCATAGCAACTTGTCAGGGAGAAGCAATCAGCTATTAGCTGAGAGCTAATCAAACAGACATCAATGTTAAACGTGGTCAAGCTACAAAGGGCTGACGGTGGAT 

>CCALA1115_K_clone3_MG255282 TTTTAGGGAGACCTGCTTGCTGATGACCATTACCCAATACAAAAAGGTCACAGTCAAGTCATCCCAAGGTCGAGCGAGGTTTTTGAGAAAATGGCTTTCAAACTATACTCGGGTTCGGCTC-AATAGCGCATAGATTTGAGTTCAAAAGATTCAATGTAAAATCGTCAGTCAAAAGTCTAGACAGACTCGGGAGAGGATGTGTTAAGATAAAAGACCTTGGCGAACAGCACGGAGAGTCAGAGCGCTGCCGGCAAGTTGAGAAAAAATTCCCGCCAGGGGATTGACAGTCAAAAAGCAGCCGTGCTAAGCTAAAAGACCGGAAAGAAAAAAGAAGTGGGAGAGTTGAGAAACGACCCCAGTTGAAGATTTAAGCCCGCCGGCTCAAAGAAAAAAAATTCCCGCCAGGGGATTGACAAACAAAAAGCAGCCGTGCTAAAGTAAAAGACCGGAAACAAAAAATCAGTGAGAGATTTCAGCAACGACCCAAGTAATTGACTTGAGCGCCTGCTGGATTCT-ATCCAGTCAGAGCCTTGAAAACTGCATAGCAACTTGTCAGGGAGAAGCAATCAGCTATTAGCTGAGAGCTAATCAAACAGACATCAATGTTAAACGTGGTCAGGCTACAAAGGGCTGACGGTGGAT 

>CCALA1115_cloneB3_MG255270 TTTTAGGGAGACCTGCTTGCTGATGACCATTACCCAATACAAAAAGGTCACAGTCAAGTCATCCCAAGGTCGAGCGAGGTTTTTGAGAAAATGGCTTTCAAACTATACTCGGGTTCGGCGCTCAGAGCGCATAGATTTGAGTTCAAAAGATTCAATGTAAAATCGTCAGTCAAAAGTCTAGACAGACTCGGGAGAGGATGTGTTAAGATAAAAGACCTTGGCGAACAGCACGGAGAGTCAGAGCGCTGCCGGCAAGTTGAGAAAAAATTCCCGCCAGGGGATTGACAGTCAAAAAGCAGCCGTGCTAAGCTAAAAGACCGGAAAGAAAAAAGAAGTGGGAGAGTTGAGAAACGACCCCAGTTGAAGATTTAAGCCCGCCGGCTCAAAGAAAAAAAATTCCCGCCAGGGGATTGACAAACAAAAAGCAGCCGTGCTAAAGTAAAAGACCGGAAACAAAAAATCAGTGAGAGATTTCAGCAACGACCCAAGTAATTGACTTGAGCGCCTGCTGGATTCT-ATCCAGTCAGAACCTTGAAAACTGCATAGCAACTTGTCAGGGAGAAGCAATCAGCTATTAGCTGAGAGCTAATCAAACAGACATCAATGTTAAACGTGGTCAAGCTACAAAGGGCTGACGGTGGAT 

>CCALA1115_cloneB4_MG255271 TTTTAGGGAGACCTGCTTGCTGATGACCATTACCCAATACAAAAAGGTCACAGTCAAGTCATCCCAAGGTCGAGCGAGGTTTTTGAGAAAATGGCTTTCAAACTATACTTGGGTTCGGCGCTCAGAGCGCATAGATTTGAGTTCAAAAGATTCAATGTAAAATCGTCAGTCAAAAGTCTAGACAGACTCGGGAGAGGATGTGTTAAGATAAAAGACCTTGGCGAACAGCACGGAGAGTCAGAGCGCTGCCGGCAAGTTGAGAAAAAATTCCCGCCAGGGGATTGACAGTCAAAAAGCAGCCGTGCTAAGCTAAAAGACCGGAAAGAAAAAAGAAGTGGGAGAGTTGAGAAACGACCCCAGTTGAAGATTTAAGCCCGCCGGCTCAAAGAAAAAAAATTCCCGCCAGGGGATTGACAAATAAAAAGCAGCCGTGCTAAAGTAAAAGACCGGAAACAAAAAATCAGTGAGAGATTTCAGCAACGACCCAAGTAATTGACTTGAGCGCCTGCTGGGTTCT-ATCCAGTCAGAACCTTGAAAACTGCATAGCAACTTGTCAGGGAGAAGCAATCAGCTATTAGCTGAGAGCTAATCAAACAGACATCAATGTTAAACGTGGTCAAGCTACAAAGGGCTGACGGTGGAT 

>CCALA1115_clone3_MG255275 TTTTAGGGAGACCTGCTTGCTGATGACCATTACCCAATACAAAAAGGTCACAGTCAAGTCATCCCAAGGTCGAGCGAGGTTTTTGAGAAAATGGCTTTCAAACTATACTCGGGTTCGGCGCTCAGAGCGCATAGATTTGAGTTCAAAAGATTCAATGTAAAATCGTCAGTCAAAAGTCTAGACAGACTCGGGAGAGGATGTGTTAAGATAAAAGACCTTGGCGAACAGCACGGAGAGTCAGAGCGCTGCCGGCAAGTTGAGAAAAAATTCCCGCCAGGGGATTGACAGTCAAAAAGCAGCCGTGCTAAGCTAAAAGACCGGAAAGAAAAAAGAAGTGGGAGAGTTGAGAAACGACCCCAGTTGAAGATTTAAGCCCGCCGGCTCAAAGAAAAAAAATTCCCGCCAGGGGATTGACAAACAAAAAGCAGCCGTGCTAAAGTAAAAGACCGGAAACAAAAAATCAGTGAGAGATTTCAGCAACGACCCAAGTAATTGACTTGAGCGCCTGCTGGATTCT-ATCCAGTCAGAACCTTGAAAACTGCATAGCAACTTGTCAGGGAGAAGCAATCAGCTATTAGCTGAGAGCTAATCAAACAGACATCAATGTTAAACGTGGTCAAGCTACAAAGGGCTGACGGTGGAT 

>CCALA1115_20a_clone2_MG255284 TTTTAGGGAGACCTGCTTGCTGATGACCATTACCCAATACAAAAAGGTCACAGTCAAGTCATCCCAAGGTCGAGCGAGGTTTTTGAGAAAATGGCTTTCAAACTATACTCGGGTTCGGCGCTCAGAGCGCATAGATTTGAGTTCAAAAGATTCAATGTAAAATCGTCAGTCAAAAGTCTAGACAGACTCGGGAGAGGATGTGTTAAGATAAAAGACCTTGGCGAACAGCACGGAGAGTCAGAGCGCTGCCGGCAAGTTGAGAAAAAATTCCCGCCAGGGGATTGACAGTCAAAAAGCAGCCGTGCTAAGCTAAAAGACCGGAAAGAAAAAAGAAGTGGGAGAGTTGAGAAACGACCCCAGTTGAAGATTTAAGCCCGCCGGCTCAAAGAAAAAAAATTCCCGCCAGGGGATTGACAAACGAAAAGCAGCCGTGCTAAAGTAAAAGACCGGAAACAAAGAATCAGTGAGAGATTTCAGCAACGACCCAAGTAATTGACTTGAGCGCCTGCTGGATTCT-ATCCAGTCAGAACCTTGAAAACTGCATAGCAACTTGTCAGGGAGAAGCAATCAGCTATTAGCTGAGAGCTAATCAAACAGACATCAATGTTAAACGTGGTCAAGCTACAAAGGGCTGACGGTGGAT 

>CCALA1115_clone5_MG255276 TTTTAGGGAGACCTGCTTGCTGATGACCATTACCCAATACAAAAAGGTCACAGTCAAGTCATCCCAAGGTCGAGCGAGGTTTTTGAGAAAATGGCTTTCAAACTATACTCGGGTTCGGCGCTCAGAGCGCATAGATTTGAGTTCAAAAGATTCAATGTAAAATCGTCAGTCAAAAGTCTAGACAGACTCGGGAGAGGATGTGTTAAGATAAAAGACCTTGGCGAACAGCACGGAGAGTCAGAGCGCTGCCGGCAAGTTGAGAAAAAATTCCCGCCAGGGGATTGACAGTCAAAAAGCAGCCGTGCTAAGCTAAAAGACCGGAAAGAAAAAAGAAGTGGGAGAGTTGAGAAACGACCCCAGTTGAAGATTTAAGCCCGCCGGCTCAAAGAAAAAAAATTCCCGCCAGGGGATTGACAAACAAAAAGCAGCCGTGCTAAAGTAAAAGACCGGAAACAAAAAATCAGTGAGAGATTTCAGCAACGACCCAAGTAATTGACTTGAGCGCCTGCTGGATTCT-ATCCAGTCAGAACCTTGAAAACTGCATAGCAACTTGTCAGGGAGAAGCAATCAGCTATTAGCTGAGAGCTAATCAAACAGACATCAATGTTAAACGTGGTCAAGCTACAAAGGGCTGACGGTGGAT 

>CCALA1115_K_clone1_MG255281 TTTTAGGGAGACCTGCTTGCTGATGACCATTACCCAATACAAAAAGGTCACAGTCAAGTCATCCCAAGGTCGAGCGAGGTTTTTGAGAAAATGGCTTTCAAACTATACTCGGGTTCGGCGCTCAGAGCGCATAGATTTGAGTTCAAGAGATTCAATGTAAAATCGTCAGTCAAAAGTCTAGACAGACTCGGGAGAGGATGTGTTAAGACAAAAGACCTTGGCGAACAGCACGGAGAGTCAGAGCGCTGCCGGCAAGTTGAGAAAAAATTCCCGCCAGGGGATTGACAGTCAAAAAGCAGCCGTGCTAAGCTAAAAGACCGGAAAGAAAAAAGAAGTGGGAGAGTTGAGAAACGACCCCAGTTGAAGATTTAAGCCCGCCGGCTCAAAGAAAAAAAATTCCCGCCAGGGGATTGACAAACAAAAAGCAGCCGTGCTGAAGTAAAAGACCGGAAACAAAAAATCAGTGAGAGATTTCAGCAACGACCCAAGTAATTGACTTGAGCGCCTGCTGGATTCT-ATCCAGTCAGAACCTTGAAAACTGCATAGCAACTTGTCAGGGAGAAGCAATCAGCTATTAGCTGAGAGCTAATCAAACAGACATCAATGTTAAACGTGGTCAAGCTACAAAGGGCTGACGGTGGAT 

>CCALA1115_cloneB6_MG255273 TTTTAGGGAGACCTGCTTGCTGATGACCATTACCCAATACGAAAAGGTCACAGTCAAGTCATCCCAAGGTCGAGCGAGGTTTTTGAGAAAATGGCTTTCAAACTATACTCGGGTTCGGCGCTCAGAGCGCATAGATTTGAGTTCAAAAGATTCAATGTAAAATCGTCAGTCAAAAGTCTAGACAGACTCGGGAGAGGATGTGTTAAGATAAAAGACCTTGGCGAACAGCACGGAGAGTCAGAGCGCTGCCGGCAAGTTGAGAAAAAATTCCCGCCAGGGGATTGACAGTCAAAAAGCAGCCGTGCTAAGCTAAAAGACCGGAAAGAAAAAAGAAGTGGGAGAGTTGAGAAACGACCCCAGTTGAAGATTTAAGCCCGCCGGCTCAAAGAAGAAAAATTCCCGCCAGGGGATTGACAAACAAAAAGCAGCCGTGCTAAAGTAAAAGACCGGAAACAAAAAATCAGTGAGAGATTTCAGCAACGACCCAAGTAATTGACTTGAGCGCCTGCTGGATTCT-ATCCAGTCAGAACCTTGAAAACTGCATAGCAACTTGTCAGGGAGAAGCAATCAGCTATTAGCTGAGAGCTAATCAAACAGACATCAATGTTAAAGGTGGTCAAGCTACAAAGGGCTGACGGTGGAT 

>CCALA1115_cloneB5_MG255272 TTTTAGGGAGACCTGCTTGCTGATGACCATTACCCAATACAAAAAGGTCACAGTCAAGTCATCCCAAGGTCGAGCGAGGTTTTTGAGAAAATGGCTTTCAAACTATACTCGGGTTCGGCGCTCAGAGCGCATAGATTTGAGTTCAAAAGATTCAATGTAAAATCGTCAGTCAAAAGTCTAGACAGACTCGGGAGAGGATGTGTTAAGATAAAAGACCTTGGCGAACAGCACGGAGAGTCAGAGCGCTGCCGGCAAGTTGAGAAAAAATTCCCGCCAGGGGATTGACAGTCAAAAAGCAGCCGTGCTAAGCTAAAAGACCGGAAAGAAAAAAGAAGTGGGAGAGTTGAGAAACGACCCCAGTTGAAGATTTAAGCCCGCCGGCTCAAAGAAAAAAAATTCCCGCCAGGGGATTGACAAACAAAGAGCAGCCGTGCTAAAGTAAAAGACCGGAAACAAAGAATCAGTGAGAGATTTCAGCAACGACCCAAGTAATTGACCTGAGCGCCTGCTGGATTCT-ATCCAGTCAGAACCTTGAAAACTGCATAGCAACATGTCAGGGAGAAGCAATCAGCTATTAGCTGAGAGCTAATCAAACAGACATCAATGTTAAACGTGGTCAGGCTACAAAGGGCTGACGGTGGAT 

>CCALA1115_I_clone1_MG255280 TTTTAGGGAGACCTGCTTGCTGATGACCATTACCCAATACAAAAAGGTCACAGTCAAGTCATCCCAAGGTCGAGCGAGGTTTTTGAGAAAATGGCTTTCAAACTATACTCGGGTTCGGCGCTCAGAGCGCATAGATTTGAGTTCAAAAGATTCAATGTAAAATCGTCAGTCAAAAGTCTAGACAGACTCGGGAGAGGATGTGTTAAGATAAAAGACCTTGGCGAACAGCACGGAGAGTCAGAGCGCTGCCGGCAAGTTGAGAAAAAATTCCCGCCAGGGGATTGACAGTCAAAAAGCAGCCGTGCTAAGCTAAAAGACCGGAAAGAAAAAAGAAGTGGGAGAGTTGAGAAACGACCCCAGTTGAAGATTTAAGCCCGCCGGCCCAAAGAAAAAAAATTCCCGCCAGGGGATTGACAAACAAAAAGCAGCCGTGCTAAAGTAAAAGACCGGAAACAAAAAATCAGTGAGAGATTTCAGCAACGACCCAAGTAATTGACTTGAGCGCCTGCTGGATTCT-ATCCAGTCAGAACCTTGAAAACTGCATAGCAACTTGTCAGGGAGAAGCAATCAGCTATTAGCTGAGAGCTAATCAAACAGACATCAATGTTAAACGTGGTCAAGCTACAAAGGGCTGACGGTGGAT 

>CCALA1115_cloneB8_MG255274 TTTTAGGGAGACCTGCTTGCTGATGACCATTACCCAATACAAAAAGGTCACAGTCAAGTCATCCCAAGGTCGAGCGAGGTTTTTGAGAAAATGGCTTTCAAACTATACTCGGGTTCGGCGCTCAGAGCGCATAGATTTGAGTTCAAAAGATTCAATGTAAAATCGACAGTCAAAAGTCTAGACAGACTCGGGAGAGGATGTGTTAAGATAAAAGACCTTGGCGAACAGCACGGAGAGTCAGAGCGCTGCCGGCAAGTTGAGAAAAAATTCCCGCCAGGGGATTGACAGTCAAAAAGCAGCCGTGCTAAGCTAAAAGACCGGAAAGAAAAAAGAAGTGGGAGAGTTGAGAAACGACCCCAGTTGAAGATTTAAGCCCGCCGGCTCAAAGAAAAAAAATTCCCGCCAGGGGATTGACAAACAAAAAGCAGCCGTGCTAAAGTAAAAGACCGGAAATAAAAAATCAGTGAGAGATTTCAGCAACGACCCAAGTAATTGACTTGAGCGCCTGCTGGATTCT-ATCCAGTCAGAACCTTGAAAACTGCATAGCAACTTGTCAGGGAGAAGCAATCAGCTATTAGCTGAGAGCTAATCAAACAGACATCAATGTTAAACGTGGTCAAGCTACAAAGGGCTGACGGTG-AT 

>RainbowLake1_b_clone1_MG250676 TTTTAGGGAGACCTGCTTGCTGATGACC-GGACCCAAGAAATTTTGGTCACAGTCAAGTCATCCCAAGGTCGAGCGAGGTTTTTGAGAAAATGGCTTTCAAACTATACTCGGGTTCGGCGCTCAGAGCGCATAGATTTGAGTTCAAAAGATTCAATGTAAAATCGTCAGTCAAAAGTCTAGACAGACTCGGGAGAGGATGTGTTAAGATGAAAGACCGGGGGAAACCCCAGAGCCAGTCAGAGCGCTGCCGGCAAGTTGAAAAAAAATTCCCGCCAGGGGATTGACAGTCAAAAAGCAGCCGCGCTAAGCTAAAAGACCGGAAAGAAAAAAGAAGTGGGAGAGTTGAGAAACGACCCCAGTTGAAGATTTAAGCCCGCCGGCTCGAAGAAAAAAATTTCCGCACAGGGGATTGACAATCAAAAAGCGGCAGTGCTAAATTAAAAATCCGGGAA-AAA-AACAAGTGAGAGATTTCAGCAACGACCCAAGTAACTGACTTGAGCGCCTGCTGGATTCTAATCCAGTCAGAACCTTGAAAACTGCATAGCAACTTGTCAGGGAGAAGCTTTTAGTGAAGAGCTGAAAGCTAATCAAACAGACATCAATGTTAAACGTGGTCAAGCTACAAGGAGCTGATGGTGGAT 

>RainbowLake1_b_clone4_MG250678 TTTTAGGGAGACCTGCTTGCTGATGACC-GGACCCAAGAAATTTTGGTCACAGTCAAGTCATCCCAAGGTCGAGCGAGGTTTTTGAGAAAATGGCTTTCAAACTATACTCGGGTTCGGCGCTCAGAGCGCATAGATTTGAGTTCAAAAGATTCAATGTAAAATCGTCAGTCAAAAGTCTAGACAGACTCGGGAGAGGACGTGTTAAGATGAAAGACCGGGGGAAACCCCAGAGCCAGTCAGAGCGCTGCCGGCAAGTTGAAAAAAAATTCCCGCCAGGGGATTGACAGTCAAAAAGCAGCCGTGCTAAGCTAAAGGACCGGAAAGAAAAAAGAAGTGGGAGAGTTGAGAAACGACCCCAGTTGAAGATTTAAGCCCGCCGGCTCAAAGAAAAAAATTTCCGCACAGGGGATTGACAATCAAAAAGCGGCAGTGCTAAATTAAAAATCCGGGAA-AAA-AACAAGTGAGAGATTTCAGCAACGACCCAAGCAACTGACTTGAGCGCCTGCTGGATTCTAATCCAGTCAGAACCTTGAAAACTGCATAGCAACTTGTCAGGGAGAAGCTTTTAGTGAAGAGCTGAAAGCTAATCAAACAGACATCAATGTTAAGCGTGGTCAAGCTACAAAGAGCTGATGGTGGAT 

>RainbowLake1_b_clone3_MG250677 TTTTAGGGAGACCTGCTTGCTGATGACC-GGACCCAAGAAATTTTGGTCACAGTCAAGTCATCCCGAGGTCGAGCGAGGTTTTTGAGAAAATGGCTTTCAAACTATACTCGGGTTCGGCGCTCAGAGCGCATAGATTTGAGTTCAAAAGATTCGATGTAAAATCGTCAGTCAAAAGTCTAGACAGACTCGGGAGAGGATGTGTTAAGATGAAAGACCGGGGGAAACCCCAGAGCCAGTCAGAGTGCTGCCGGCAAGTTGAAAAAAAATTCCCGCCAGGGGATTGACAGTCAAAAAGCAGCCGTGCTAAGCTAAAAGACCGGAAAGAAAAAAGAAGTGGGAGAGTTGAGAAACGACCCCAGTTGAAGATTTAAGCCCGCCGGCTCAAAGAAAAAAATTTCCGCACAGGGGATTGACAATCAAAAAACGGCAGTGCTAAATTAAAAATCCGGGAA-AAA-AACAAGTGAGAGATTTCAGCAACGACCCAAGTAACTGACTTGAGCGCCTGCTGGATTCTAATCCAGTCAGAACCTTGAAAACTGCATAGCAACTTGTCAGGGAGAAGCTTTTAGTGAAGAGCTGAAAGCTAATCAAACAGACATCAATGTTAAACGTGGTCAAGCTACAAGGAGCTGATGGTGGAT 

>RainbowLake1_d_clone3_MG250679 TTTTAGGGAGACCTGCTTGCTGATGACC-GGACCCAAGAAATTTTGGTCACAGTCAAGTCATCCCAAGGTCGAGCGAGGTTTTTGAGAAAATGGCTTTCAAACTATACTCGGGTTCGGCGCTCAGAGCGCATAGATTTGAGTTCAAAAGATTCAATGTAAAATCGTCAGTCAAAAGTCTAGACAGACTCGGGAGAGGATGTGTTAAGATGAAAGACCGGGGGAAACCCCAGAGCCAGTCAGAGCGCTGCCGGCAAGTTGAAAAAAAATTCCCGCCAGGGGATTGACAGTCAAAAAGCAGCCGTGCTAAGCTAAAAGACCGGAAAGAAAAAAGAAGTGGGAGAGTTGAGAAACGACCCCAGTTGAAGATTTAAGCCCGCCGGCTCAAAGAAAAAAATTTCCGCACAGGGGATTGACAATCAAAAAGCGGCAGTGCTAAATTAAAAATCCGGGAA-AAA-AACAAGTGAGAGATTTCAGCAACGACCCAAGTAACTGACTTGAGCGCCTGCTGGATTCTAATCCAGTCAGAACCTTGGAAACTGCATAGCAACTTGTCAGGGAGAAGCTTTTAGTGAAGAGCTGAAAGCTAACCAAACAGACATCAATGTTAAACGTGGTCAAGCTACAAAGAGCTGATGGTGGAT 

>RainbowLake1_g_clone7_MG250685 TTTTAGGGAGACCTGCTTGCTGATGACC-GGACCCAAGAAATTTTGGTCACAGTCAAGTCATCCCAAGGTCGAGCGAGGTTTTTGAGAAAATGGCTTTCAAACTATACTCGGGTTCGGCGCTCAGAGCGCATAGATTTGAGTTCAAAAGATTCAATGTAAAATCGTCAGTCAAAAGTCTAGACAGACTCGGGAGAGGATGTGTTAAGATGAAAGACCGGGGGAAACCCCAGAGCCAGTCAGAGCGCTGCCGGCAAGTTGAAAAAAAATTCCCGCCAGGGGATTGACAGTCAAAAAGCAGCCGTGCCAAGCTAAAAGACCGGAAAGAAAAAAGAAGTGGGAGAGTTGAGAAACGACCCCAGTTGAAGATTTAAGCCCGCCGGCTCAAAGAAAAAAATTTCCGCACAGGGGATTAACAATCAAAAGGCGGCAGTGCTAAATTAAAAATCCGGGAA-AAA-AACAAGTGAGAGATTTCAGCAACGACCCAAGTAACTGACTTGAGCGCCTGCTGGATTCTAATCCAGTCAGAACCTTGAAAACTGCATAGCAACTTGTCAGGGAGAAGCTTTTAGTGAAGAGCTGAGAGCTAATCAAACAGACATCAATGTTAAACGTGGTCAAGCTACAAAGAGCTGATGGTGGAT 

>RainbowLake1_g_clone1_MG250683 TTTTAGGGAGACCTGCTTGCTGATGACC-GGACCCAAGAAATTCTGGTCACAGTCAAGTCATCCCAAGGTCGAGCGAGGTTTTTGAGAAAATGGCTTTCAAACTATACTCGGGTTCGGCGCTCAGAGCGCATAGATTTGAGTTCAAAAGATTCAATGTAAAATCGTCAGTCAAAAGTCTAGACAGACTCGGGAGAGGATGTGTTAAGATGAAAGACCGGGGGAAACCCCAGAGCCAGTCAGAGCGCTGCCGGCAAGTTGAAAAAAAATTCCCGCCAGGGGATTGACAGTCAAAAAGCAGCCGTGCTAAGCTAAAAGACCGGAAAGAAAAAGGAAGTGGGAGAGTTGAGAAACGACCCCAGTTGAAGATTTAAGCCCGCCGGCTCAAAGAAAAAAATTTCCGCACAGGGGATTGACAATCAAAAAGCGGCAGTGCTAAATTAAAAATCCGGGAA-AAA-AACAAGTGAGAGATTTCAGCAACGACCCAAGTAACTGGCTTGAGCGCCTGCTGGATTCTAATCCAGTCAGAACCTTGAAAACTGCATAGCAACTTGTCAGGGAGAAGCTTTTAGTGAAGAGCTGAAAGCTAATCAATCAGACATCAATGTTAAACGTGGTCAAGCTACAAAGAGCTGATGGTGGAT 

>RainbowLake1_g_clone2_MG250684 TTTTAGGGAGACCTGCTTGCTGATGACC-GGACCCAAGAAATTTTGGTCACAGTCAAGTCATCCCAAGGTCGAGCGAGGTTTTTGAGAAAGTGGCTTTCAAACTATACTCGGGTTCGGCGCTCAGAGCGCATAGATTTGAGTTCAAAAGATTCGATGTAAAATCGTCAGTCAAAAGTCTAGACCGACTCGGGAGAGGATGTGTTAAGATGAAAGACCGGGGGAAACCCCAGAGCCAGTCAGAGCGCTGCCGGCAAGTTGAAAAAAAATTCCCGCCAGGGGATTGACAGTCAAAAAGCAGCCGTGCTAAGCTAAAAGACCGGAAAGAAAAAAGAAGTGGGAGAGTTGAGAAACGACCCCAGTTGAAGATTTAAGCCCGCCGGCTCAAAGAAAAAAATTTCCGCACAGGGGATTGGCAATCAAGAAGCGGCAGTGCTAAATTAAAAATCCGGGAA-AAA-AACAAGTGAGAGATTTCAGCAACGACCCAAGTAACTGACTTGAGCGCCTGCTGGATTCTAATCCAGTCAGAACCTTGAAAACTGCATAGCAACTTGTCAGGGAGAAGCTTTTAGTGAAGAGCTGAAAGCTAATCTAACAGACATCAATGTTAAACGTGGTCAAGCTACAAAGAGCTGATGGTGGAT 

>RainbowLake1_l_clone3_MG250680 TTTTAGGGAGACCTGCTTGCTGATGACC-GGACCCAAGAAATTTTGGTCACAGTCAAGTCATCCCAAGGTCGAGCGAGGTTTTTGAGAAAATGGCTTTCAAACTATACTCGGGTTCGGCGCTCAGAGCGCATAGATTTGAGTTCAAAAGATTCAATGTAAAATCGTCAGTCAGAAGTCTAGACAGACTCGGGAGAGGATGTGTTAAGATGAAAGACCGGGGGAAACCCCAGAGCCAGTCAGAGCGCTGCCGGCAAGTTGAAAAAAAATTCCCGCCAGGGGATTGACAGTCAAAAAGCAGCCGTGCTAAGCTAAAAGACCGGAAAGAAAAAAGAAGTGGGAGAGTTGAGAAACGACCCCAGTTGAAGATTTAAGCCCGCCGGCTCAAAGAAAAAAATTTCCGCACAGGGGATTGACAATCAAAAAGCGGCAGTGCTAAATTAAAAATCCGGGAA-AAA-AACAAGTGAGAGATTTCAGCAACGACCCAAGTAACTGACTTGAGCGCCTGCTGGATTCTAATCCAGTCAGAACCTTGAAAACTGCATAGCAACTTGTCAGGGAGAAGCTTTTAGTGAAGAGCTGAAAGCTAATCAAACAGACATCAATGTTAAACGTGGTCAAGCTACAAAGAGCTGATGATGGAT 

>RainbowLake1_l_clone4_MG250681 TTTTAGGGAGACCTGCTTGCTGATGACC-GGACCCAAGAAATTTTGGTCACAGTCAAGTCATCCCAAGGTCGAGCGAGGTTTTTGAGAAAATGGCTTTCAAACTATACTCGGGTTCGGCGCTCAGAGCGCGTAGATTTGAGTTCAAAAGATTCAATGTAAAATCGTCAGTCAAAAGTCTAGACAGACTCGGGAGAGGATGTGTTAAGATGAAAGACCGGGGGAAACCCCAGAGCCAGTCAGAGTGCTGCCGGCAAGTTGAAAAAAAATTCCCGCCAGGGGATTGACAGTCAAAAAGCAGCCGTGCCAAGCTAAAAGACCGGAAAGAAAAAAGAAGTGGGAGAGTTGAGAAACGACCCCAGTTGAAGATTTAAGCCCGCCGGCTCAAAGAAAAAAATTTCCGCACAGGGGATTGACAATCAAAAAGCGGCTGTGCTAAATTAAAAATCCGGGAA-AAA-AACAAGTGAGAGATTTCAGCAACGACCCAAGTAACTGACTTGAGCGCCTGCTGGATTCTAATCCAGTCAGAACCTTGAAAACTGCATAGCAACTTGTCAGGGAGAAGCTTTTAGTGAAGAGCTGAAAGCTAATCAAGCAGACATCAATGTTAGACGTGGTCAAGCTACAAAGAGCTGATGGTGGAT 

>RainbowLake1_l_clone5_MG250682 TTTTAGGGAGACCTGCTTGCTGATGACC-GGACCCAAGAAATTTTGGTCACAGTCAAGTCATCCCAAGGTCGAGCGAGGTTTTTGAGAAAATGGCTTTCAAACTATACTCGGGTTCGGCGCTCAGAGCGCATAGATTTGAGTTCAAAAGATTCAATGTAAAATCGTCAGTCAAAAGTCTAGACAGACTCGGGGGAGGATGTGTTAAGATGAAAGACCGGGGGAAACCCCAGAGCCAGTCAGAGCGCTGCCGGCAAGTTGAAAAAAAATTCCCGCCAGGGGATTGACAGTCAAAAAGCAGCCGTGCTAAGCTAAAAGACCGGAAAGAAAAAAGAAGTGGGAGGGTTGAGAAACGACCCCAGTTGAAGATTTAAGCCCGCCGGCTCAAAGAAAAAAATTTCCCCACAGGGGATTGACAATCAAAAAGCGGCAGTGCTAAATTAAAAATCCGGGAA-AAA-AACAAGTGAGAGATTTCAGCAACGACCCAAGTAACTGACTTGAGCGCCTGCTGGATTCTAATCCAGTCAGAACCTTGAAAACTGCATAGCAACTTGTCAGGGAGAAGCTTTTAGTGAAGAGCTGAAAGCTAATCAAACAGACATCAATGTTAAACGTGGTCAAGCTACAAAGAGCTGATGGTGGAT 

>Socorro3_P1_clone5_MG250697 TTTTAGGGAGACCTGCTTGCTGATGACC-GGACCCAAGAAATTTTGGTCACAGTCAAGTCATCCCAAGGTCGAGCGAGGTTTTTGAGAAAATGGCTTTCAAACTATACTCGGGTTCGGCGCTCAGAGCGCATAGATTTGAGTTCAAAAGATTCAATGTAAAATCGTCAGTCAAAAGTCTAGACAGACTCGGGAGAGGATGTGTTAAGATGAAAGACCGGGGGAAACCCCAGAGCCAGTCAGAGCGCTGCCGGCAAGTTGAAAAAAAATTCCCGCCAGGGGATTGACAGTCAAAAAGCAGCCGTGCTAAGCTAAAAGACCGGAAAGAAAAAAGAAGTGGGAGAGTTGAGAAACGACCCCAGTTGAAGATTTAAGCCCGCCGGCTCAAAGAAAAAAATTTCCGCACAGGGGATTGACAATCAAAAAGCGGCAGTGCTAAATTAAAAATCCGGGAA-AAA-AACAAGTGAGAGATTTCAGCAACGACCCAAGTAACTGACTTGAGCGCCTGCTGGATTCTAATCCAGTCAGAACCTTGAAAACTGCATAGCAACTTGTCAGGGAGAAGCTTTTAGTGAAGAGCTGAAAGCTAATCAAACAGACATCAAGGTTAAACGTGGTCAAGCTACAAAGAGCTGATGGTGGAT 

>Socorro3_P18_clone8_MG250701 TTTTAGGGAGACCTGCTTGCTGATGACC-GGACCCAAGAAATTTTGGTCACAGTCAAGTCATCCCAAGGTCGAGCGAGGTTTTTGAGAAAATGGCTTTCAAACTATACTCGGGTTCGGCGCTCAGAGCGCATAGATTTGAGTTCAAAAGATTCAATGTAAAATCGTCAGTCAAAAGTCTAGACAGACTCGGGAGAGGATGTGTTAAGATGAAAGACCGGGGGAAACCCCAGAGCCAGTCAGAGCGCTGCCGGCAAGTTGAAAAAAAATTCCCGCCAGGGGATTGACAGTCAAAAAGCAGCCGTGCTAAGCTAAAAGACCGGAAAGAAAAAAGAAGTGGGAGAGTTGAGAAACGACCCCAGTTGAAGATTTAAGCCCGCCGGCTCAAAGAAAAAAATTTCCGCACAGGGGATTGACAATCAAAAAGCGGCAGTGCTAAATTAAAAATCCGGGAA-AAA-AACAAGTGAGAGATTTCAGCAACGACCCAAGTAACTGACTTGAGCGCCTGCTGGATTCTAATCCAGTCAGAACCTTGAAAACTGCATAGCAACTTGTCAGGGAGAAGCTTTTAGTGAAGAGCTGAAAGCTAATCAAACAGACATCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 

>Socorro3_P1_clone3_MG250696 TTTTAGGGAGACCTGCTTGCTGATGACC-GGACCCAAGAAATTTTGGTCACAGTCAAGTCATCCCAAGGTCGAGCGAGGTTTTTGAGAAAATGGCTTTCAAACTATACTCGGGTTCGGCGCTCAGAGCGCATAGATTTGAGTTCAAAAGATTCAATGTAAAATCGTCAGTCAAAAGTCTAGACAGACTCGGGAGAGGATGTGTTAAGATGAAAGACCGGGGGAAACCCCAGAGCCAGTCAGGGCGCTGCCGGCAAGTTGAAAGAAAATTCCCGCCAGGGGATTGACAGTCAAAAAGCAGCCGTGCTAAGCTAAAAGACCGGAAAGAAAAAAGAAGTGGGAGAGTTGAGAAACGACCCCAGTTGAAGATTTAAGCCCGCCGGCTCAAAGAAAAAAATTTCCGCACAGGGGATTGACAATCAAAAAGCGGCAGTGCTAAATTAAAAATCCGGGAA-AAA-AACAAGTGAGAGATTTCAGCAACGACCCAAGTAACTGACTTGAGCGCCTGCTGGATTCTAATCCAGTCAGAACCTTGAAAACTGCATAGCAACTTGTCAGGGAGAAGCTTTTAGTGAAGAGCTGAAAGCTAATCAAACAGACATCAATGTTAAACGTGGTCAAGCTATAAAGAGCTGATGGTGGAT 

>Socorro3_P2_clone4_MG250698 TTTTAGGGAGACCTGCTTGCTGATGACC-GGACCCAAGAAATTTTGGTCACAGTCAAGTCATCCCAAGGTCGAGCGAGGTTTTTGAGAAAATGGCTTTCAAACTATACTCGGGTTCGGCGCTCAGAGCGCATAGATTTGAGTTCAAAAGATTCAATGTAAAATCGTCAGTCAAAAGTCTAGACAGACTCGGGAGAGGATGTGTTAAGATGAAAGACCGGGGGAAGCCCCAGAGCCAGTCAGAGCGCTGCCGGCAAGTTGAAAAAAAATTCCCGCCAGGGGATTGACAGTCAAAAAGCAGCCGTGCTAAGCTAAAAGACCGGAAAGAAAAAAGAAGTGGGAGAGTTGAGAAACGACCCCAGTTGAAGATTTAAGCCCGCCGGCTCAAAGAAAAAAATTTCCGCACAGGGGATTGACAATCAAAAAGCGGCAGTGCTAAATTAAAAATCCGGGAA-AAA-AACAAGTGAGAGATTTCAGCAACGACCCAAGTAACTGACTTGAGCGCCTGCTGGATTCTAATCCAGTCCGAACCTTGAAAACTGCATAGCAACTTGTCAGGGAGAAGCTTTTAGTGAAGAGCTGAAAGCTAATCAAACAGACATCAATGTTAAACGTGGTCAAGCTACAATGAGCTGATGGTGGAT 

>Socorro3_P18_clone1_MG250699 TTTTAGGGAGACCTGCTTGCTGATGACC-GGACCCAAGAAATTTTGGTCACAGTCAAGTCATCCCAAGGTCGAGCGAGGTTTTTGAGAAAATGGCTTTCAAACTATACTCGGGTTCGGCGCTCAGAGCGCATAGATTTGAGTTCAAAAGATTCAATGTAAAATCGTCAGTCAAAAGTCTAGACAGACTCGGGAGAGGATGTGTTAAGATGAAAGACCGGGGGAAACCCCAGAGCCAGTCAGAGCGCTGCCGGCAAGTTGAAAAAAAATTCCCGCCAGGGGATTGACGGTCAAAAAGCAGCCGTGCTAAGCTAAAAGACCGGAAAGAAAAAAGAAGTGGGAGAGTTGAGAAACGACCCCAGTTGAAGATTTAAGCCCGCCGGCTCAAAGAAAAAAATTTCCGCACAGGGGATTGACAATCAAAAAGCGGCAGTGCTAAATTAAAAATCCGGGAA-AAA-AACAAGTGAGAGATTTCAGCAACGACCCAAGTAACTGACTTGAGCGCCTGCTGGATTCTAATCCAGTCAGAACCTTGAAAACTGCGTAGCAACTTGTCAGGGAGAAGCTTTTAGTGAAGAGCTGAAAGCTAATCAAACAGACATCAATGTTAAACGTGGTCAAGCTACAAAGAGCTGATGGTGGAT 

>Socorro3_P18_clone5_MG250700 TTTTAGGGAGACCTGCTTGCTGATGACC-GGACCCAAGAAATTTTGGTCACAGTCAAGTCATCCCAAGGTCGAGCGAGGTTTTTGAGAAAATGGCTTTCAAACTATACTCGGGTTCGGCGCTCAGAGCGCATAGATTTGAGTTCAAAAGATTCAATGTAAAATCGTCAGTCAAAAGTCTAGACAGACTCGGGAGAGGATGTGTTAAGATGAAAGACCGGGGGAAACCCCAGAGCCAGTCAGAGCGCTGCCGGCAAGTTGAAAAAAAATTCCCGCCAGGGGATTGACAGTCAAAAAGCAGCCGTGCTAAGCTAAAAGACCAGAAAGAAAAAAGAAGTGGGAGAGTTGAGAAACGACCCCAGTTGAAGATTTAAGCCCGCCGGCTCAAAGAAAAAAATTTCCGCACAGGGGATTGACAATCAAAAAGCGGCAGTGCTAAATTAAAAATCCGGGAA-AAA-AACAAGTGAGAGATTTCAGCAACGACCCAAGTAACTGACTTGAGCGCCTGCTGGATTCTAATCCAGTCAGAACCTTGAAAACTGCATAGCAACTTGTCAGGGAGAAGCTTTTAGTGAAGAGCTGAAAGCTAATCAAACAGACATCAATGTTAAACGTGGTCAAGCCACAAAGAGCTGATGGTGGAT 

>RainbowLake2_2_clone4_MG250687 TTTTAGGGAGACCTGCTTGCTGATGACC-GGACCCAAGAAATTTTGGTCACAGTCAAGTCATCCCAAGGTCGAGCGAGGTTTTTGAGAAAATGGCTTTCAAACTATACTCGGGTCCGGCGCTCAGAGCGCATAGATTTGAGTTCAAAAGATTCAATGTAAAATCGTCAGTCAAAAGTCTAGACAGACTCGGGAGAGGATGTGTTAAGATGAAAGACCGGGGGAAACCCCAGAGCCAGTCAGAGCGCTGCCGGCAAGTTGAAAAAAAATTCCCGCCAGGGGATTGACAGTCAAAGAGCAGCCGTGCTAAGCTAAAAGACCGGAAAGAAAGAAGAAGTGGGAGAGTTGAGAAACGACCCCAGTTGAAGACTTAAGCCCGCCGGCTCAAAGAAAAAAATTTCCGCACAGGGGATTGACAATCAAAAAGCGGCAGTGCTAAATTAAAAATCCGGGAA-AAA-AACAAGTGAGAGATTTCAGCAACGACCCAAGTAACTGACTTGAGCGCCTGCTGGATTCTAATCCAGTCAGAACCTTGAAAACTGCATAGCAACTTGTCAGGGAGAAGCTTTTAGTGAAGAGCTGAAAGCTAATCAAACAGACATCAATGTTAAACGTGGTCAAGCTACAAAGAGCTGATGGTGGAT 

>RainbowLake2_16_clone9_MG250689 TTTTAGGGAGACCTGCTTGCTGATGACC-GGACCCAAGAAATTTTGGTCACAGTCAAGTCATCCCAAGGTCGAGCGAGGTTTTTGAGAAAATGGCTTTCAAACTATACTCGGGTTCGGCGCTCAGAGCGCATAGATTTGAGTTCAAAAGATTCAATGCAAAATCGTCAGTCAAAAGTCTAGACAGACTCGGGAGAGGATGTGTTAAGATGAAAGACCGGGGGAGACCCCAGAGCCAGTCAGAGCGCTGCCGGCAAGTTGAAAAAAAATTCCCGCCAGGGGATTGACAGTCAAAAAGCAGCCGTGCTAAGCTAAAAGACCGGAAAGAAAAAAGAAGTGGGAGAGTTGAGAAACGATCCCAGTTGAAGATTTAAGCCCGCCGGCTCAAAGAAAAAAATTTCCGCACAGGGGATTGACAATCAAAAAGCGGCAGTGCTAAATTAAAAATCCGGGAA-AAA-AACAAGTGAGAGATTTCAGCAACGACCCAAGTAACTGACTTGAGCGCCTGCTGGATTCTAATCCAGTCAGAACCTTGAAAACTGCATAGCAACTTGTCAGGGAGAAGCTTTTAGTGAAGAGCTGAAAGCTAATCAAACAGACATCAATGTTAAACGTGGTCAAGCTACAAAGAGCTGATGGTGGAT 

>RainbowLake2_15_clone4_MG250688 TTTTAGGGAGACCTGCTTGCTGATGACC-GGACCCAAGAAATTTTGGTCACAGTCAAGTCATCCCAAGGTCGAGCGAGGTTTTTGAGAAAATGGCTTTCAAACTATACTCGGGTTCGGCGCTCAGAGCGCATAGATTTGAGTTCAAAAGATTCAATGTAAAATCGTCAGTCAAAAGTCTAGACAGACTCGGAAGAGGATGTGTTAAGATGAAAGACCGGGGGAAACCCCAGAGCCAGTCAGAGCGCTGCCGGCAAGTTGAAAAAAAATTCCCGCCAGGGGATTGACAGTCAAAAAGCAGCCGTGCTAAGCTAAAAGACCGGAAAGAAAAAAGAAGTGGGAGAGTTGAGAAACGACCCCAGTTGAAGATTTAAGCCCGCCGGCTCAAAGAAAAAAATTTCCGCACAGGGGATTGGCAATCAAAAAGCGGCAGTGCTAAATTAAAAATCCGGGAA-AAA-AACAAGTGAGAGATTTCAGCAACGACCCAAGTAACTGACTTGAGCGCCTGCTGGATTCTAATCCAGTCAGAACCTTGAAAACTGCATAGCAACTTGTCAGGGAGAAGCTTTTAGTGAAGAGCTGAAAGCTAATCAAACAGACATCAATGTTAAACGTGGTCAAGCTACAAAGAGCTGATGGTGGAT 

>RainbowLake2_16_clone10_MG250690 TTTTAGGGAGACCTGCTTGCTGATGACC-GGACCCAAGAAATTTTGGTCACAGTCAAGTCATCCCAAGGTCGAGCGAGGTTTTTGAGAAAATGGCTTTCAAACTATACTCGGGTTCGGCGCTCAGAGCGCATAGATTTGAGTTCAAAAGATTCAATGTAAAATCGTCAGTCAAAAGTCTAGACAGACTCGGGAGAGGATGTGTTAAGATGAAAGACCGGGGGAAACCCCAGAGCCAGTCAGAGCGCTGCCGGCAAGTTGAAAAAAAATTCCCGCCAGGGGATTGACAGTCAAAAAGCAGCCGTGCTAAGCTAAAAGACCGGAAAGAAAAAAGAAGTGGGAGAGTTGAGAAACGACCCCAGTTGAAGATTTAAGCCCGCCGGCTCAAAGAAAAAAATTTCCGCACAGGGGATTGACAATCAAAAAGCGGCAGTGCTAAATTAAAAATCCGGGAA-AAA-AACAAGTGAGAGATTTCAGCAACGACCCAAGTAACTGACTTGAGCGCCTGCTGGATTCTAATCCAGTCAGAACCTTGAAAACTGCATAGCAACTTGTCAGGGAGAAGCTTTTAGTGAAGAGCTGAAAGCTAATCAAACAGACATCAATGTTAAACGTGGTCAAGCTACAAAGAGCTGATGGTGGAT 

>RainbowLake2_2_clone1_MG250686 TTTTAGGGAGACCTGCTTGCTGATGACC-GGACCCAAGAAATTTTGGTCACAGTCAAGTCATCCCAAGGTCGAGCGAGGTTTTTGAGAAAATGGCTTTCAAACTATACTCGGGTTCGGCGCTCAGAGCGCATAGATTTGAGTTCAAAAGATTCAATGTAAAATCGTCAGTCAAAAGTCTAGACAGACTCGGGAGAGGATGTGTTAAGATGAAAGACCGGGGGAAACCCCAGAGCCAGTCAGAGCGCTGCCGGCAAGTTGAAAAAAAATTCCCGCCAGGGGATTGACAGTCAAAAAGCAGCCGTGCTAAGCTAAAAGACCGGAAAGAAAAAAGAAGTGGGAGAGTTGAGAAACGACCCCAGTTGAGGATTTAAGCCCGCCGGCTCAAAGAAAAAAATTTCCGCACAGGGGATTGACAATCAAAAAGCGGCAGTGCTAAATTAAAAATCCGGGAA-AAA-AACAAGTGAGAGATTTCAGCAACGACCCAAGTAACTGACTTGAGCGCCTGCTGGATTCTAATCCAGTCAGAACCTTGAAAACTGCATAGCAACTTGTCAGGGAGAAGCTTTTAGTGAAGAGCTGAAAGCTAATCAAACAGACATCAATGTTAAACGTGGTCAAGCTACAAAGTGCTGATGGTGGAT 

>RainbowLake2_k_clone10_big_MG250695 TTTTAGGGAGACCTGCTTGCTGATGACC-GGACCCAAGAAATTTTGGTCACAGTCAAGTCATCCCAAGGTCGAGCGAGGTTTTTGAGAAAATGGCTTTCAAACTATACTCGGGTTCGGCGCTCAGAGCGCATAGATCTGAGTTCAAAAGATTCAATGTAAAATCGTCAGTCAAAAGTCTAGACAGACTCGGGAGAGGATGTGTTAAGATGAAAGACCGGGGGAAACCCCAGAGCCAGTCAGAGCGCTGCCGGCAAGTTGAAAAAAAATTCCCGCCAGGGGATTGACAGTCAAAAAGCAGCCGTGCTAAGCTAAAAGACCGGAAAGAAAAAAGAAGTGGGAGAGTTGAGAAACGACCCCAGTTGAAGATTTAAGCCCGCCGGCTCAAAGAAAAAAATTTCCGCACAGGGGATTGACAATCAAAAAGCGGCAGTGCTAATTTAAAAATCCGGGAA-AAA-AACAAGTGAGAGATTTCAGCAACGACCCAAGTAACTGACTTGAGCGCCTGCTGGATTCTAATCCAGTCAGAACCTTGAAAACTGCATAGCAACTTGTCAGGGAGAAGCTTTTAGTGAAGAGCTGAAAGCTAATCAAACAGACATCAATGTTAAACGTGGTCAAGCTACAAAGAGCTGATGGTGGAT 

>RainbowLake2_k_clone2_big_MG250694 TTTTAGGGAGACCTGCTTGCTGATGACC-GGACCCAAGAAATTTTGGTCACAGTCAAGTCATCCCAAGGTCGAGCGAGGTTTTTGAGAAAATGGCTTTCAAACTATACTCGGGTTCGGCGCTCAGAGCGCATAGATTTGAGTTCAAAAGATTCAATGTAAAATCGTCAGTCAAAAGTCTAGACAGACTCGGGAGAGGATGTGTTAAGATGAAAGACCGGGGGAAACCCCAGAGCCAGTCAGAGCGCTGCCGGCAAGTTGAAAAAAAATTCCCGCCAGGGGATTGACAGTCAAAAAGCAGCCGTGCTAAGCTAAAAGACCGGAAAGAAAAAAGAAGTGGGAGAGTTGAGAAACGACCCCAGTTGAAGATTTAAGCCCGCCGGCTCAAAGAAAAAAATTTCCGCACAGGGGATTGACAATCAAAAAGCGGCAGTGCTAAATTAAAAATCCGGGAA-AAA-AACAAGTGAGAGATTTCAGCAACGACCCAAGTAACTGACTTGAGCGCCTGCTGGATTCTAATCCAGTCAGAACCTTGAAAACTGCATAGCAACTTGTCAGGGAGAAGCTTTTAGTGAAGAGCTGAAAGCTAATCAAACAGACATCAATGTTAAACGTGGTCAAGCTACAAAGAGCTGATGGTGGAT 

 

B – D1 2, 

>NIVA_CYA150_clone1_MG255285 TTTTAGGGAGACCAACTTGTCTGTGACGCATTACCCAACAGAAATAAAGCGTGCAGTCAAGTCATCCCAAGGTCGAGCGAGGTTTTTGAGAAAAAGGCTTTCAAACTATACTCGGGTTCGGCGCTTTGAGCGCATAGATTTGAGATGTAAATCAGATTGAATCTAAAATTGTCAGTCAAAAGTCTTGACAGTCTCGGGAGAGGATGTGTTAAGATGAAAGACCGGGGGAACCCCCCAGAGCCAGTCAAAGCGCAGCCGGCAATTTGAGAAAAAA-TCCAGAAAAAGGGTTGACAATCAAAAAGCAGCCGTGCTAAAGTAAAAGACCGGGGCGGAAAAAAGAGTGGGTGAGTTGAGAGACGACCCCAGCTTATGAGTTCAGCCAGCCGGC-GCAAA-GAAAAAAAATTCCATCAAAGGGATTGACAGTCAAAAAGCAGCCGTGCTAAAGTAAAAGACCGGGGCGGAAAAAAAACTGGAACAGTTAAGCAACAACCCAAGTTGAAGATGTAAGCCAGCCGGCTCAAAGAAAAAAAATTCCGCCAAAGGGATTGACAGTTAAAAAGCCGTCGTGCTAAACTAAAAGACCGGGGCGGAAAAAAGAAGCGAGAGATTTCAGCAACGACCCAAGTAATGGACTTGAGCGCCTGCTGGATTCTATCCAGTCAGAACCTTGAAAACTGCATAGCAACTTGTCAGGGAGAAGCTTTTAGTGAAGAGCTGAAAGCTAATCAAACAGACATCAATGTTAAACGTGGTCAAGCTACAAAGAGCTGATGGTGGAT 

>NIVA_CYA150_clone4_MG255286 TTTTAGGGAGACCAACTTGTCTGTGACGCATTACCCAACAGAAATAAAGCGTGCAGTCAAGTCATCCCAAGGTCGAGCGAGGTTTTTGAGAAAAAGGCTTTCAAACTATACTCGGGTTCGGCGCTTTGAGCGCATAGATTTGAGATGTAAATCAGATTGAATCTAAAATTGTCAGTCAAAAGTCTTGACAGTCTCGGGAGAGGATGTGTTAAGATGAAAGACCGGGGGAACCCCCCAGAGCCAGTCAAAGCGCAGCCGGCAATTTGAGAAAAAA-TCCAGAAAAAGGGTTGACAATCAAAAAGCAGCCGTGCTAAAGTAAAAGACCGGGGCGGAAAAAAGAGTGGGTGAGTTGAGAGACGACCCCAGCTTATGAGTTCAGCCAGCCGGC-GCAAA-GAAAAAAAATTCCATCAAAGGGATTGACAGTCAAAAAGCAGCCGTGCTAAAGTAAAAGACCGGGGCGGAAAAAAAACTGGAACAGTTAAGCAACAACCCAAGTTGAAGATGTAAGCCAGCCGGCTCAAAGAAAAAAAATTCCGCCAAAGGGATTGACAGTTAAAAAGCCGTCGTGCTAAACTAAAAGACCGGGGCGGAAAAAAGAAGCGAGAGATTTCAGCAACGACCCAAGTAATGGACTTGAGCGCCTGCTGGATTCTATCCAGTCAGAACCTTGAAAACTGCATAGCAACTTGTCAGGGAGAAGCTTTTAGTGAAGAGCTGAAAGCTAATCAAACAGACATCAATGTTAAACGTGGTCAAGCTACAAAGAGCTGATGGTGGAT 

>NIVA_CYA150_clone9_MG255289 TTTTAGGGAGACCAACTTGTCTGTGACGCATTACCCAACAGAAATAAAGCGTGCAGTCAAGTCATCCCAAGGTCGAGCGAGGTTTTTGAGAAAAAGGCTTTCAAACTATACTCGGGTTCGGCGCTTTGAGCGCATAGATTTGAGATGTAAATCAGATTGAATCTAAAATTGTCAGTCAAAAGTCTTGACAGTCTCGGGAGAGGATGTGTTAAGATGAAAGACCGGGGGAACCCCCCAGAGCCAGTCAAAGCGCAGCCGGCAATTTGAGAAAAAA-TCCAGAAAAAGGGTTGACAATCAAAAAGCAGCCGTGCTAAAGTAAAAGACCGGGGCGGAAAAAAGAGTGGGTGAGTTGAGAGACGACCCCGGCTTATGAGTTCAGCCAGCCGGC-GCAAA-GAAAAAAAATTCCATCAAAGGGATTGACAGTCAAAAAGCAGCCGTGCTAAAGTAAAAGACCGGGGCGGAAAAAAAACTGGAACAGTTAAGCAACAACCTAAGTTGAAGATGTAAGCCAGCCGGCTCAAAGAAAAAAAATTCCGCCAAAGGGATTGACAGTTAAAAAGCCGTCGTGCTAAACTAAAAGACCGGGGTGGAAAAAAGAAGCGAGAGATTTCAGCAACGACCCAAGTAATGGACTTGAGCGCCTGCTGGATTCTATCCAGTCAGAACCTTGAAAACTGCATAGCAACTTGTCAGGGAGAAGCTTTTAGTGAAGAGCTGAAAGCTAATCAAACAGACATCAATGTTAAACGTGGTCAAGCTACAAAGAGCTGATGGTGGAT 

>NIVA_CYA150_clone6_MG255288 TTTTAGGGAGACCAACTTGTCTGTGACGCATTACCCAACAGAAATAAAGCGTGCAGTCAAGTCATCCCAAGGTCGAGCGAGGTTTTTGAGAAAAAGGCTTTCAAACTATACTCGGGTTCGGCGCTTTGAGCGCATAGATTTGAGATGTAAATCAGATTGAATCTAAAATTGTCAGTCAAAAGTCTTGACAGTCTCGGGAGAGGATGTGTTAAGATGAAAGACCGGGGGAACCCCCCAGAGCCAGTCAAAGCGCAGCCGGCAATTTGAGAAAAAA-TCCAGAAAAAGGGTTGACAATCAAAAAGCAGCCGTGCTAAAGTAAAAGGCCGGGGCGGAAAAAAGAGTGGGTGAGTTGAGAGACGACCCCAGCTTATGAGTTCAGCCAGCCGGC-GCAAA-GAAAAAAAATTCCATCAAAGGGATTGACAGTCAAAAAGCAGCCGTGCTAAAGTAAAAGACCGGGGCGGAAAAAAAACTGGAACAGTTAAGCAACAACCCAAGTTGAAGATGTAAGCCAGCCGGCTCAAAGAAAAAAAATTCCGCCAAAGGGATTGACAGTTAAAAAGCCGTCGTGCTAAACTAAAAGACCGGGGCGGAAAAAAGAAGCGAGAGATTTCAGCAACGACCCAAGTAATGGACTTGAGCGCCTGCTGGATTCTATCCAGTCAGAACCTTGAAAACTGCATAGCAACTTGTCAGGGAGAAGCTTTTAGTGAAGAGCTGAAAGCTAATCAAACAGACATCAATGTTAAACGTGGTCAAGCTACAAAGAGCTGATGGTGGAT 

>NIVA_CYA150_clone5_MG255287 TTTTAGGGAGACCAACTTGTCTGTGACGCATTACCCAACAGAAATAAAGCGTGCAGTCAAGTCATCCCAAGGTCGAGCGAGGTTTTTGAGAAAAAGGCTTTCAAACTATACTCGGGTTCGGCGCCTTGAGCGCATAGATTTGAGATGTAAATCAGATTGAATCTAAAATTGTCAGTCAAAAGTCTTGACAGTCTCGGGAGAGGATGTGTTAAGATGAAAGACCGGGGGAACCCCCCAGAGCCAGTCAAAGCGCAGCCGGCAATTTGAGAAAAAA-TCCAGAAAAAGGGTTGACAATCAAAAAGCAGCCGTGCTAAAGTAAAAGACCGGGGCGGAAAAAAGAGTGGGTGAGTTGAGAGACGACCCCAGCTTATGAGTTCAGCCAGCCGGC-GCAAA-GAAAAAAAATTCCATCAAAGGGATTGACAGTCAAAAAGCAGCCGTGCTAAAGTAAAAGACCGGGGCGGAAAAAAAACTGGAACAGTTAAGCAACAACCCAAGTTGAAGATGTAAGCCAGCCGGCTCAAAGAAAAAAAATTCCGCCAAAGGGATTGACAGTTAAAAAGCCGTCGTGCTAAACTAAAAGACCGGGGCGGAAAAAAGAAGCGAGAGATTTCAGCAACGACCCAAGTAATGGACTTGAGCGCCTGCTGGATTCTATCCAGTCAGAACCTTGAAAACTGCATAGCAACTTGTCAGGGAGAAGCTTTTAGTGGAGAGCTGAAAGCTAATCAAACAGACATCAATGTTAAACGTGGTCAAGCTACAAAGAGCTGATGGTGGAT 

>NIVA_CYA132_clone5_MG255291 TTTTAGGGAGACCTGCTTGCTGATGAC-CATTACCCAATACAAAAA--GGTCACAGTGAAGTCATCCCAAGGTCGAGAGAGGTTTTTGAGAAAAAGGCTTTCAAACTATACTCGGGTTCGGCTCTTTGAGCGCATAGATTTGAGCTCAAAA---GATTCAATGTAAAATCGTCAGTCAAAAGTCTTGACTTCCTCGGGAGAGGATGTGTTAAGATCAAAGACCGGGGGAAACCCC-AGAGCCAGTCAGAGCTGCGCCGGCAAGTTGAAAAAAAATTACCGCCAGGGGATTGACAAACAAAAAGCCGCCGTGCTAAAGTAAAAGACCTGGGCAAACAGAAGCGTGGGAGAGTTGAGAAACGACCCCAGTTGAAGATTTAAGCCCGCCGTCTGAAAAAGAAAAAAAATTCCAGAAAAAGGGTTGACAGTCAAAAAGCAGCCGTGCTAAGCTAAAAGACCGGAAAGAAAAAGGAAGTGGGAGAGTTGAGAAACGACCCCAGTTGAAGATTTAAGCCCGCCGGCTCAAAGAAAAAAAATTCCCGCCAGGGGATTGACAAACAAAAGGCCGCCGTGCTAAAGTAAAAGACCGGAAACAAAAAA-TCAGTGAGAGATTTCAGCACCGACCCAAGTAATTGACTTGAGCGCCTGCTGGATTCTATCCAGTCAGAACCTTGAAAACTGCATAGCAACTTGTCAGGGAGAAGCTTTTAGTGAATAGCTGAAAGCTAATCAAACAGACATCAATGTTAAACGTGGTCAAGCTACAAAGAGCTGACGGTGGAT 

>NIVA_CYA132_clone10_MG255293 TTTTAGGGAGACCTGCTTGCTGATGAC-CATTACCCAATACAAAAA--GGTCACAGTGAAGTCATCCCAAGGTCGAGAGAGGTTTTTGAGAAAAAGGCTTTCAAACTATACTCGGGTTCGGCTCTTTGAGCGCATAGATTTGAGTTCAAAA---GATTCAATGTAAAATCGTCAGTCAAAAGTCTTGACTTCCTCGGGAGAGGATGTGTTAAGATCAAAGACCGGGGGAAACCCC-AGAGCCAGTCAGAGCTGCACCGGCAAGTTGAAAAAAAATTACCGCCAGGGGATTGACAAACAAAAAGCCGCCGTGCTAAAGTAAAAGACCTGGGCAAACAGAAGCGTGGGAGAGTTGAGAAACGACCCCAGTTGAAGATTTAAGCCCGCCGTCTGAAAAAGAAAAAAAATTCCAGAAAAAGGGTTGACAGTCAAAAAGCAGCCGTGCTAAGCTAAAGGACCGGAAAGAAAAAGGAAGTGGGAGAGTTGAGAAACGACCCCAGTTGAAGATTTAAGCCCGCCGGCTCAAAGAAAAAAAATTCCCGCCAGGGGATTGACAAACAAAAAGCCGCCGTGCTAAAGTAAAAGACCGGAAACAAAAAA-TCAGTGAGAGATTTCAGCACCGACCCAAGTAATTGACTTGAGCGCCTGCTGGATTCTATCCAGTCAGAACCTTGAGAACTGCATAGCAACTTGTCAGGGAGAAGCTTTTAGTGAAGAGCTGAAAGCTAATCAAACAGACATCAATGTTAAACGTGGTCAAGCTACAAAGAGCTGACGGTGGAT 

>NIVA_CYA132_clone12_MG255294 TTTTAGGGAGACCTGCTTGCTGATGAC-CATTACCCAATACAAAAA--GGTCACAGTGAAGTCATCCCAAGGTCGAGAGAGGTTTTTGAGAAAAAGGCTTTCAAACTATACTCGGGTTCGGCTCTTTGAGCGCATAGATTTGAGTTCAAAA---GATTCAATGTAAAATCGTCAGTCAAAAGTCTTGACTTCCTCGGGAGAGGATGTGTTAAGATCAAAGACCGGGGGAAACCCC-AGAGCCAGTCAGAGCTGCGCCGGCAAGTTGAAAAAAAATTACCGCCAGGGGATTGACAAACAAAAAGCCGCCGTGCTAAAGTAAAAGACCTGGGCAAACAGAAGCGTGGGAGAGTTGAGAAACGACCCCAGTTGAAGATTTAAGCCCGCCGTCTGAAAAAGAAAAAAAATTCCAGAAAAAGGGTTGACAGTCAAAAAGCAGCCGTGCTAAGCTAAAAGACCGGAAAGAAAAAAGAAGTGGTCGAGTTGAGAAACGACCCCAGTTGAAGATTTAAGCCCGCCGGCTCAAAGAAAAAAAATTCCCGCCAGGGGATTGACAAACAAAAAGCAGCCGTGCTAAAGTAAAAGACCGGAAACAAAAAA-TCAGTGAGAGATTTCAGCAACGACCCAAGTAATTGACTTGAGCGCCTGCTGGATTCTATCCAGTCAGAACCTTGAAAACTGCATAGCAACTTGTCAGGGAGAAGCAATCAGCTATTAGCTGAGAGCTAATCAAACAGACATCAATGTTAAACGTGGTTAAGCTACAAAGGGCTGACGGTGGAT 

>NIVA_CYA132_clone6 suspicious? TTTTAGGGAGACCTGCTTGCTGATGAC-CATTACCCAATACAAAAA--GGTCACAGTGAAGTCATCCCAAGGTCGAGGGAGGTTTTTGAGAAAAAGGCTTTCAAACTATAACTAGGTTCGGCTGAAT-AGCGCATAAATTTGAAATGTAAGCCTGATTGAATCTAAAATCGTGAGTCAAAAGTCAAGACTTCCTCGGGAGAGGATGTGTTAAGATGAAAGACCTTGGCGAACAGCACTGAG-AGTCAGAGCGCTGCCGGCAAGTTGAGAAAAAATTCCCGCCAGGGGATTGACAATCAAAAAGCAGCCGTGCTAAGCTAAAAGACCGGAAACAAAAAAAAAGTGGGAGAGTTGAGAAACGACCCCAGCTGAAGATTTAAGCCCGCCGTCTGAAAAAGAAAAAAA-TTCCAGAAAAAGGGTTGACAGTCAAAAAGCAGCCGTGCTAAGCTAAAAGACCGGAAACAAAAAAAAAGTGGGAGAGTTGAGAAACGACCCCAGTTGAAGATTTAAGCCCGCCGGCTCAAAGACAAAAAATTCCCGCCAGGGGATTGACAAACAAAAAACAGCCGTGCTAAAGTAAAAGACCGGAAACAAAAAA-TCAGTGAGAGATTTCAGCACCGACCCAAGTAATTGACTTGAGCGCCTGCTGGATTCTATCCAGTCAGAACCTTGAAAACTGCATAGCAACTTGTCAGGGAGAAGCTTTTAGTGAATAGCTGAAAGCTAATCAAACAGACATCAATGTTAAACGTGGTCAAGCTACAAAGAGCTGACGGTGGAT 

 

 

c 

KC854782.1 Oscillatoria_Hawaii TTTTAGGGAGACCTGCTTGCTGATCAC-CATTACCCAATACAAAAAGGTGACAGTTAAGTCATCCCAAGGTCGAGCGAGGTTTTTGAGAAAATGGCTTTCAAACTATACCCTGGTTCGGCTGA-TAGGCGCTAAGGTTTGGAAATTGAGATTTGGCAAAAGCAAATTCAATTTAAAATCCTCAGGTTTGGGTCTTGACAGACTCGGGAGAGAATGTGTTAAGGTGAAAGACCGGGGTCAAACCCAAAGCCAGTCAGAGCGCTGCCGGCAATTTGAGAAAAAATTCCAG-AAAGGGGATTGACAATCAAAAAAGAGCCGTGCCAAGGTAAAAGACCTGGGCAGAAAAAAGAAGTGGGAGAGTTGGGAAACAACCCCAG-TTGAGGATTTCAGCCCGCCGGC-AAAACCCGAAAAAAA-TTCCAGAAAAGGGCT-GACAGTCAAAAAGCAGCCGTGCTAAAGTAAAAGACCGTTCAGAAAAAAGAAGTGTGAGATTTCAGCAACGACGCAAGTTATAGACTTGAGCGCCTGCTGGATTCTAATCCAGTCAGAACCTTGAAAACTGCATAGCAACTTGTCAGGGAGAAGCAATCAGCTAATAGCTGAAAGCTAATCAAACAGACATCAATGTTAAACGTGGTCAAGCTACAAAGGGCTGACGGTGGAT 
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Psací stroj
Mühlsteinova R., Hauer T., De Ley P. & Pietrasiak N. (2018): Seeking the true Oscillatoria: a quest for a reliable phylogenetic and taxonomic reference point. – Preslia 90: 151–169.
Electonic Appendix 1: Available 16-23S ITS regions of various rRNA operons belonging to the representatives of the redefined genus Oscillatoria, together with the theoretical secondary structures of the D-D1', Box B, and V3 helices.




